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<210> 1 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Peptide Generic Formula I 



SequTsnce : Alpha-Conotoxin 



<220> 

<221> PEPTIDE 
<222> (1) . . (3) 

<223> Xaa at residue 1 is des-Xaa, lie, 
at residue 2 is des-Xaa, Ala or GJ 
residue 3 is des-Xaa, Gly, Trp {D oi 
halo-Trp or any unnatural aromatic 



1 or Val; Xaa 
Xaa at 
j) , neo-Trp, 
Lno acid. 



<220> 

<221> PEPTIDE 
<222> (4 ) . . (5) 

<223> Xaa at residue 4 is des-Xaa, Gly, Trp (lAor L) , 

neo-Trp, halo-Trp or any unnatural aromatic amino 
acid; Xaa at residue 5 is Glu, gamma-carbV)xy-Glu 
(Gla) , Asp, Ala, Thr, Ser, Gly, lie, Tyr, \nor-Tyr, 

<220> 

<221> PEPTIDE 
<222> (5) . . (8) 

<223> mono-halo-Tyr , di-halo-Tyr, 0-sulpho-Tyr , 

0-phospho-Tyr , nitro-Tyr or any unnatural hydroxy 
containing amino acid; Xaa at residue 8 is S^r, 
Thr, Arg, ornithine, homoarginine , Lys , 
N-methyl-Lys, 

<220> 

<221> PEPTIDE 
<222> (8) . . (9) 

<223> N,.N-dimethyl-Lys, N, N, N-t rimethyl-Lys or any 

unnatural basic amino acid; Xaa at residue 9 is 
Asp, Glu, Gla, Arg, ornithine, homoarginine, 
N-methyl-Lys, N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys or 



4 

<220> \ 
<221> PEPTIDE \ 
<222> (9) . . (11)\ 

<223> any unnatmral basic amino acid; Xaa at residue 10 
is Ser, Thir, Asn, Ala, Gly, His, halo-His, Pro or 
hydroxy-Prc^ Xaa at residue 11 is Thr, Ser, Ala, 
Asp, Asn, P^o, hydroxy-Pro, 

<220> \ 
<221> PEPTIDE \ 
<222> (11) . . (13) \ 

<223> Arg, ornithineV homoarginine , Lys, N-methyl-Lys , 
N, N-dimethyl-L^s , N, N, N-trimethyl-Lys or any 
unnatural basic\ amino acid; Xaa at residue 13 is 
Gly, Ser, Thr, Ala, Asn, 

<220> \ 
<221> PEPTIDE \ 
<222> (13) . . (14 ) \ 

<223> Arg, ornithine, homoarginine, Lys, N-methyl-Lys, 
N, N-dimethyl-Lys , N, N-trimethyl-Lys or any 
unnatural basic amiVio acid; Xaa at residue 14 is 
Gin, Leu, His, haloAHis, Trp (D or L) , halo-Trp, 
neo-Trp, \ 

<220> \ 
<221> PEPTIDE \ 
<222> (14) \ 

<223> Tyr, nor-Tyr, mono-hal^&-Tyr , di-halo-Tyr, 

O-sulpho-Tyr, O-phosphoV Tyr , nitro-Tyr, Arg, 
ornithine, homoarginine) Lys, N-methyl-Lys, 
N, N-dimethyl-Lys , N, N, N-Vtrimethyl-Lys , any 
unnatural basic amino \ 



PEPTIDE 
(14 ) . . (15) 

acid or any unnatural aromktic amino acid; Xaa at 
residue 15 is Asn, His, halo-His, lie. Leu, Val, 
Gin, Arg, ornithine, homoanginine, Lys, 
N-methyl-Lys, N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys or any \ 



PEPTIDE 
(15) . . (16) 

unnatural basic amino acid; xAa at residue 16 is 
des-Xaa, Val, lie. Leu, Arg, ornithine, 
homoarginine, Lys, N-methyl-Lys, N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys or any unnatural basic amino • 
acid. \ 

<400> 1 \ 
Xaa Xaa Xaa Xaa Xaa Cys Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Cys 
1 5 10\ 15 

Xaa \ 




<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<210> 2 
<211> 21 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : Alpha-Conotoxin 
Peptide Generic Fc\rit^ula II. 

<220> 

<221> PEPTIDE 

<222> (1) . . (3) 

<223> Xaa at residue 1 is \des-Xaa, Asp, Glu or 

gamma-carboxy-Glu (Gka); Xaa at residue 2 is 
des-Xaa, Gin, Ala, Asp, Glu, Gla; Xaa at residue 3 
is des-Xaa, Gly, Ala,\ Asp, Glu, Gla, Pro or 
hydroxy-Pro . 

<220> 

<221> PEPTIDE 
<222> {4 ) . . (7) 

<223> Xaa at residue 4 is des-Xaa4 , Gly, Glu, Gla, Gin, 
Asp, Asn, Pro or hydroxy-Pro; Xaa at residue 7 is 
Ser, Thr, Gly, Glu, Glai., Asn, Trp (D or L) , 
neo-Trp, halo-Trp, Arg,i ornithine, homoarginine. 



<220> 
<221> 
<222> 



PEPTIDE 
(7) 



<223> Lys, N-met hyl-Lys , N, N-dimethyl-Lys , 

N, N, N-trimethyl-Lys , any unnatural basic amino 
acid, Tyr, nor-Tyr, mono-^.halo-Tyr , di-halo-Tyr, 
0-sulpho-Tyr , 0-phospho-Tuyr , nitro-Tyr or any 
unnatural hydroxy \^ 

\ 

<220> \ 
<221> PEPTIDE \ 
<222> (7) . . (8) \ 

<223> containing amino acid; Xaalat residue 8 is Asp, 
Asn, His, halo-His, Thr, Ser, Tyr, nor-Tyr, 
mono-halo-Tyr , di-halo-Tyr ,| 0-sulpho-Tyr, 
0-phospho-Tyr , nitro-Tyr or| any unnatural hydroxy 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



PEPTIDE 

(8) . . (10) . I 

containing amino acid; Xaa at residue 9 is Pro or 
hydroxy-Pro; Xaa at residue LO is Ala, Ser, Thr, 
Asp, Val, lie, Pro, hydroxy-Pro, Tyr, nor-Tyr, 
mono-halo-Tyr, di-halo-Tyr, O^^sulpho-Tyr , 



PEPTIDE 
(10) . . (12) 

0-phospho-Tyr, nitro-Tyr or any\ unnatural hydroxy 
containing amino acid; Xaa at residue 12 is Gly, 

lie. Leu, Val, Ala, Thr, Ser, hydroxy-Pro, 

Phe, Trp (D or L) , neo-Trp, halo^Trp, Arg, 
ornithine, 



<220> 

<221> PEPTIDE 
<222> (12) . . (13) \ 

<223> homoarginine, Lys, N-methyl-Lys , NV. N-dimethyl-Lys , 
N, N, N-trimethyl-Lys, any unnatural Ibasic amino 
acid or any unnatural aromatic amirvo acid; Xaa at 
residue 13 is Ala, Asn, Phe, Pro, hydroxy-Pro, 



<220> 



<221> PEPTIDE 
<222> (13) \ 

<223> Glu, Glaw Gin, His, halo-His, Val, Ser, Thr, Arg, 
ornithine, homoarginine , Lys, N-methyl-Lys , 
N, N-dimet\yl-Lys , N, N, N-trimethyl-Lys or any 
unnatural ^asic amino acid. 

<220> \ 
<221> PEPTIDE \ 
<222> (14) \ 

<223> Xaa at residual 14 is Thr, Ser, His, halo-His, Leu, 
lie, Val, Asn,\Met, Pro, hydroxy-Pro, Arg, 
ornithine, homc^arginine, Lys, N-methyl-Lys, 
Kf, N-dimethyl-Lya, N, N, N-trimethyl-Lys , any 
unnatural basic \ 

<220> \ 
<221> PEPTIDE \ 
<222> (14 ) . . (15) \ 

<223> amino acid, Tyr, noV-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpAo-Tyr , 0-phospho-Tyr , 
nitro-Tyr or any unnatural hydroxy containing 
amino acid; Xaa at r^idue 15 is Asn, Pro, 
hydroxy-Pro, Gin, Ser\ Thr, 

<220> \ 
<221> PEPTIDE \ 
<222> (15) \ 

<223> Arg, ornithine, homoargiAine , Lys, N-methyl-Lys, 
N, N-dimethyl-Lys N , N, N-tr\methyl-Lys , any 
unnatural basic amino acic^ Tyr, nor-Tyr, 
mono-halo-Tyr, di-halo-Tyr\ 0-sulpho-Tyr , 
0-phospho-Tyr, nitro-Tyr \ 

<220> \ 
<221> PEPTIDE \ 
<222> (15) . . (16) \ 

<223> or any unnatural hydroxy containing amino acid; 

Xaa at residue 16 is des-Xaa, QU.y, Thr, Ser, Pro, 
hydroxy-Pro, Tyr, nor-Tyr, monoVhalo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr, 0-phqspho-Tyr , 
nitro-Tyr or any \ 

<220> \ 

<221> PEPTIDE \ 

<222> (16) . . (17) \ 

<223> unnatural hydroxy containing amino Bcid; Xaa at 

residue 17 is des-Xaal4, lie, Val, Asp, Leu, Phe, 
Arg, ornithine, homoarginine, Lys, NVmethyl-Lys , 
N, N-dimethyl-Lys , N, N, N-trimethyl-Lya, any 
unnatural \ 

<220> \ 
<221> PEPTIDE \ 
<222> (17) . . (19) \ 
<223> basic amino acid, Tyr, nor-Tyr, mono-haio-Tyr , 
di-h^lo-Tyr , O-sulpho-Tyr , 0-phospho-Tyr\ 
nitro-Tyr or any unnatural hydroxy containing 
amino acid; Xaa at residue 19 is des-Xaa ,\ Gly, 
Ala, Met, Ser, \ 



<220> 

<221> PEPTIDE 
<222> (19) 



<223> Thr, Trp (D or L), n^-Trp, halo-Trp, any 

unnatural aromatic aruLno acid, Arg, ornithine, 
homoarginine, Lys, N-methyl-Lys , N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys oi\ any unnatural basic amino 
acid. 

<220> 

<221> PEPTIDE 
<222> (20) 

<223> Xaa at residue 20 is defe-Xaa, Trp (D or L), 

neo-Trp, halo-Trp, any iinnatural aromatic amino 
acid, Arg, ornithine, homoarginine, Lys, 
N-methyl-Lys, N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys or any 



<220> \ 
<221> PEPTIDE I 
<222> (20) . . (21) \ 

<223> unnatural basic amino acid; Xaa at residue 21 is 
des-Xaa, Arg, ornithine, nomoarginine , Lys, 
N-methyl-Lys, N, N-dimethyl-Lys , 

N, N, N-trimethyl-Lys or any 

acid . 



unnatural basic amino 



<400> 2 

Xaa Xaa Xaa Xaa Cys Cys Xaa Xaa 
1 5 



^a Xaa Cys Xaa Xaa Xaa Xaa Xaa 
10 15 



Xaa Cys Xaa Xaa Xaa 
20 



<210> 3 
<211> 28 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequei[ice : Alpha-Conotoxin 
Peptide Generic Formula III. 

<220> 

<221> PEPTIDE 
<222> (1) . . (3) 

<223> Xaa at residue 1 is des-Xaa, Ser br Thr; Xaa at 
residue 2 is des-Xaa, Asp, Glu, Vcarboxy-Glu 
(Gla) , Asn, Ser or Thr; Xaa at residue 3 is 
des-Xaa, Ala, Gly, Asn, Ser, Thr, \Pro, 
hydroxy-Pro, Arg, 

<220> 

<221> PEPTIDE 
<222> (3) . . (4) 

<223> ornithine, homoarginine, Lys, N-met Ayl-Lys , 
N, N-dimethyl-Lys, N, N, N-trimethyl-L^s or any 
unnatural basic amino acid; Xaa at residue 4 is 
des-Xaa, Ala, Val, Leu, lie, Gly, Gl\i/ Gla, Gin, 
Asp, Asn, Phe, 



<220> 

<221> PEPTIDE 
<222> (4) . . (5) 

<223> Pro, hydroxy-Pro or any unnatural aromatic amino 
acid; Xaa at residue 5 is des-Xaa, Thr\, Ser, Asp, 



Glu, Gla, Gin, Gly, Wl, Asp, Asn, Ala, Pro, 
hydroxy-Pro, Arg, ornJ^hine, homoarginine, Lys, 

<220> 

<221> PEPTIDE 
<222> (5) . . (8) 

<223> N-methyl-Lys, N, N-dimethVl-Lys , 

N, N, N-trimethyl-Lys or arVy unnatural basic amino 
acid; Xaa at residue 8 is\Thr, Ser, Asp, Asn, Met, 
Val, Ala, Gly, Leu, lie, fhe, any unnatural 
aromatic amino acid. 



<220> 

<221>' PEPTIDE 

<222> (8) . . (9) 

<223> Pro, hydroxy-Pro, Tyr, nor-VTyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , lO-phospho-Tyr , 
nitro-Tyr or any unnatural Ihydroxy containing 



amino acid; Xaa at residue 
Ser, Thr, Gin, 



19 is lie. Leu, Val, 



<220> 

<221> PEPTIDE 
<222> (9) 

<223> Asn, Asp, Arg, His, halo-Hi^, Phe, any unnatural 
aromatic amino acid, homoar^nine, ornithine, Lys, 
N-methyl-Lys, N, N-dimethyl-Lys , 

N, N, N-trimethyl-Lys , any unnatural basic amino 
acid, Tyr, nor-Tyr, 

<220> 

<221> PEPTIDE 
<222> (9) . . (10) 

<223> mono-halo-Tyr, di-halo-Tyr, 0-Vsulpho-Tyr , 

0-phospho-Tyr , nitro-Tyr or any unnatural hydroxy 
containing amino acid; Xaa at Vresidue 10 is Pro, 
hyroxy-Pro, Ser, Thr, lie, Asp^ Leu, Val, Gly, 
Ala, Phe, 

<220> 

<221> PEPTIDE 
<222> (10) . . (11) 
<223> any unnatural aromatic amino acid, Arg, ornithine, 
homoarginine, Lys, N-methyl-Lys ,\ N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys or any unnatVaral basic amino 
acid; Xaa at residue 11 is Val, ^^la, Gly, lie. 



<220> 

<221> PEPTIDE 
<222> (11) . . (13) 

<223> Leu, Asp, Ser, Thr, Pro, hydroxy- EVro, Arg 

ornithine, homoarginine, Lys, N-methyl-Lys, 
N, N-dimethyl-Lys, N, N, N-trimethyl 
unnatural basic amino acid; Xaa at 
His, halo-His, 



s or any 
esidue 13 is 



<220> 

<221> PEPTIDE 
<222> (13) 

<223> Arg, homoarginine, ornithine, Lys, N-Aethyl-Lys , 
N, N-dimethyl-Lys, N, N, N-trimethyl-Lys,\ any 
unnatural basic amino acid, Asn, Ala, ber, Thr, 
Phe, lie. Leu, Gly, Trp (D or L) , neo-'^rp, 
halo-Trp, any 




<220> 

<221> PEPTIDE 
<222> (13) . . (14) 

<223> unnatural aromatic ^mino acid, Tyr, nor-Tyr, 
mono-halo-Tyr , di-halo-Tyr , O-sulpho-Tyr , 
0-phospho-Tyr , nitroyTyr or any unnatural hydroxy 

containing amino acicf ^ i >. -• - - --- 

Gin, Val, lie, 



Xaa at residue 14 is Leu, 



<220> 

<221> PEPTIDE 
<222> (14) 

<223> Gly, Met, Ala, Lys, N-methyl-Lys , 

N, N-dimethyl-Lys, N, N, N^trimethyl-Lys , Ser, Thr, 
Arg, homoarginine, ornithine, any unnatural basic 
amino acid, Asn, Glu, Gl'a, Gin, Phe, Trp (D or L) , 
neo-Trp, 



<220> \ 
<221> PEPTIDE 
<222> (14 ) . . (15) 

<223> halo-Trp or any unnatural Aromatic amino acid; 

at residue 15 is Glu, Gla, ^ Gin, Asn, Asp, Pro, 
. hydroxy-Pro, Ser, Gly, Thr,^\^ Lys, N-methyl-Lys, 
N, N-dimethyl-Lys , N, N, N-trirnethyl-Lys , Arg, 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



Xaa 



PEPTIDE 

(15) \ 

homoarginine, ornithine, any unnatural basic amino 
acid, Phe, His, halo-His, any ^unnatural aromatic 
amino acid. Leu, Met, Gly, Ala\ Tyr, nor-Tyr, 
mono-halo-Tyr , di-halo-Tyr, 0-sulpho-Tyr , 

PEPTIDE \ 
(15) . . (16) \; 

0-phospho-Tyr, nitro-Tyr or any unnatural hydroxy 
containing amino acid; Xaa at residue 16 is His, 
halo-His, Asn, Thr, Ser, lie, Val;} Leu, Phe, any 
unnatural aromatic amino acid, Argi^, homoarginine. 



PEPTIDE 

(16) \ 
ornithine, Lys, N-methyl-Lys, N, N-diJmethyl-Lys , 
N, N, N-trimethyl-Lys , any unnatural sic ammo 
acid, Tyr, nor-Try, mono-halo-Tyr, di-halo-Tyr, 
0-sulpho-Tyr, 0-phospho-Tyr, nitro-Tyr or any 
unnatural 



<220> 

<221> PEPTIDE 
<222> (16) . . (17) 

<223> hydroxy containing amino acid; Xaa at residue 17 

is Ser, Thr, Ala, Gin, Pro, hydroxy-Pro ,"1^ Gly, lie. 
Leu, Arg, ornithine, homoarginine, Lys, 
N-methyl-Lys, N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys or any 



<220> 
<221> 
<222> 



PEPTIDE 
(17) . . (18) 



<223> unnatural basic amino acid; Xaa at residue^ 



8 



Asn, Glu, Gla, AspAciy, His, halo-His, Ala, Leu, 
Gin, Arg, ornithin^ homoarginine, Lys, 
N-methyl-Lys, N, N-diraethyl-Lys , 
N, N, N-trimethyl-Lys , ^ny 

<220> 

<221> PEPTIDE 
<222> (18) . . (19) 

<223> unnatural basic amino kcid, Tyr, nor-Tyr, 
mono-halo-Tyr , di-halotTyr , O-sulpho-Tyr , 
O-phospho-Tyr , nitro-T^r or any unnatural hydroxy 
containing amino acid; \Xaa at residue 19 is Met, 
lie, Thr, Ser, 

<220> 

<221> PEPTIDE 
<222> (19) 

<223> Val, Leu, Pro, hydroxy-Pto, Phe, any unnatural 

aromatic amino acid, Tyr,\ nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr , 0-sulpho-TyrV O-phospho-Tyr, 
nitro-Tyr, any unnatural ifydroxy containing amino 
acid, 

<220> 

<221> PEPTIDE 
<222> (19) . . (21) 

<223> Glu, Gla, Ala, His, halo-HiA, Arg, ornithine, 

homoarginine, Lys, N-methyl-Y^ys , N, N-dimethyl-Lys , 
N, N, N-trimethyl-Lys or any unnatural basic amino 
acid; Xaa at residue 21 is de^-Xaa, Gly, Asp, Asn, 

<220> 

<221> PEPTIDE 
<222> (21) . , (22) 

<223> Ala, lie, Leu, Ser, Thr, His, hfelo-His, Arg, 
ornithine, homoarginine, Lys, wAmethyl-Lys , 
N, N-dimethyl-Lys , N, N, N-trimethyl-Lys or any 
unnatural basic amino acid; Xaa ^t residue 22 
des-Xaa, Gly, 

<220> 

<221> PEPTIDE 
<222> (22) 

<223> Glu, Gla, Gin, Trp (D or L) , neo, halo-Trp, any 
unnatural aromatic amino acid, Arg,\ ornithine, 
homoarginine, Lys, N-methyl-Lys, N,b^-dimethyl-Lys , 
N, N, N-trimethyl-Lys or any unnatura|- basic amino 
acid . 

<220> 

<221> PEPTIDE 
<222> (23) 

<223> Xaa at residue 23 is des-Xaa, Ser, Tht, Val, lie, 
Ala, Arg, ornithine, homoarginine, Lyf 
N-methyl-Lys, N, N-dimethyl-Lys , 

N, N, N-trimethyl-Lys or any unnatural b^sic amino 
acid . 

<220> 

<221> PEPTIDE 
<222> (24) 

<223> Xaa at residue 24 is des-Xaa, Val, Asp, Hb.s, 
halo-His, Arg, ornithine, homoarginine, L^s, 
N-methyl-Lys, N, N-dimethyl-Lys , 



N, N, N-trimethyl-Lys \r any unnatural basic amino 
acid . 

<220> 

<221> PEPTIDE 
<222> (25) . . (26) 

<223> Xaa at residue 25 is dds-Xaa, Asn, Pro or 

hydroxy-Pro; Xaa at residue 2 6 is des-Xaa, Arg, 
ornithine, homoarginine) Lys, N-methyl-Lys , 
N, N-dimethyl-Lys , N, N, N4trimethyl-Lys or any 
unnatural basic amino 1 

<220> 

<221> PEPTIDE \ 
<222> (26) . . (28) 

<223> acid; Xaa at residue 27 is des-Xaa, Ser or Thr; 
Xaa at residue 28 is des-Xaa, Leu, lie or Val. 

\ 

<4 00> 3 \ 
O Xaa Xaa Xaa Xaa Xaa Cys Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa 

dj 1 5 \ 

^=1 Xaa Xaa Xaa Cys Xaa Xaa Xaa Xaa X&a Xaa Xaa Xaa 

:'i 20 2 5 

! 

^.0 <210> 4 

in <211> 14 

<212> PRT 

ll'i <213> Conus imperialis 

<220> 

<221> PEPTIDE 
£n <222> (2) . . (11) 

III <223> Xaa at residue 2 is Glu or gamma-carboxy-Glu; Xaa 

at residue 11 is Lys, N-methyl-Lys\ 

N, N-dimethyl-Lys or N, N, N-trimethylV-Lys . 

<400> 4 \^ 
Asp Xaa Cys Cys Ser Asp Ser Arg Cys Gly Xaa Asn Cys Leu 
1 5 10 ' 

<210> 5 

<211> 12 

<212> PRT . 

<213> Conus imperialis 

<220> 

<221> PEPTIDE 
<222> (10) 

<223> Xaa at residue 10 is Trp (D or L) or halo-^Trp, 
<400> 5 

Ala Cys Cys Ser Asp Arg Arg Cys Arg Xaa Arg Cys 
15 10 

<210> 6 
<211> 13 
<212> PRT 

<213> Conus regius 
<400> 6 



\ 



Phe Thr Cys Arg Arg Gly Thr Cys Ser Gin His Cys 

1 \ 5 10 



<210> 7 
<211> 13 
<212> PRT 
<213> Conus regius 

<220> 

<221> PEPTIDE 

<222> (2) 

<223> Xaa at residue 
di-halo-Tyr, O- 
nitro-Tyr . 



is Tyr, nor-Tyr, mono-halo-Tyr , 
stsjlpho-Tyr , O-phospho-Tyr or 



<400> 7 

Asp Xaa Cys Cys Arg Arg hYs Ala Cys Thr Leu lie Cys 
1 5 \ 10 



<210> 8 
<211> 13 
<212> PRT 
<213> Conus 



in 



<220> 

<221> PEPTIDE 

<222> (2) . . (8) 

<223> Xaa at residue 2 is Tyr, nor\Tyr, mono-halo-Tyr, 
di-halo-Tyr, O-sulpho-Tyr , O-phospho-Tyr or 
nitro-Tyr; Xaa at residues 7 ^d 8 is Pro or 
hydroxy-Pro . 

<400> 8 

Asp Xaa Cys Cys Arg Arg Xaa Xaa Cys Thr\Leu lie Cys 
15 10 



<210> 9 
<211> 13 
<212> PRT 

<213> Conus regius 



<220> 
<221> 
<222> 



PEPTIDE 
(6) . . (10) 

<223> Xaa at residue 6 is Pro or hdroxy-Pro; Xac 
residue 10 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, O-sulpho-Tyr, O-phospho-Tyr or^ 
nitro-Tyr . 

<400> 9 

Gly Cys Cys Ser Asp Xaa Arg Cys Arg Xaa Arg Cys Arg 
15 10 



<210> 10 
<211> 13 
<212> PRT 

<213> Conus regius 



<220> 

<221> PEPTIDE 



11 



<222> (7) . . 

<223> Xaa at residue 7 is Pro or hydroxy-Pro; Xaa at 
residue ll\is Trp (D or L) or halo-Trp. 



<400> 10 
Gly Gly Cys Cys Se> 
1 



Asp Xaa Arg Cys Ala Xaa Arg Cys 
10 



<210> 11 
<211> 17 
<212> PRT 

<213> Conus regius 



<220> 

<221> PEPTIDE 

<222> (3) . . (10) 

<223> Xaa at residue 3 xS 
at residue 9 is Gli 
residue 10 is Pro 



Trp (D or L) or halo-Trp; Xaa 
or gamma-carboxy-Glu; Xaa at 
hydroxy-Pro , 



<220> 

<221> PEPTIDE 
<222> (15) 

<223> Xaa at residue 15 is 

N, N-dimethyl-Lys or N,' 



^s, N-methyl-Lys , 
(, N-t rimethyl-Lys . 



in 

hi 
m 

u 



<400> 11 

lie Ala Xaa Asp lie Cys Cys Se\ 
1 5 

Val 



<210> 12 
<211> 12 
<212> PRT 

<213> Conus regius 



Xaa Xaa Asp Cys Asn His Xaa Cys 
10 15 



<220> 

<221> PEPTIDE 
<222> (6) . . (9) 

<223> Xaa at residue 6 is Pro or hydroxV-Pro; Xaa at 

residue 9 is Lys , N-methyl-Lys , NT^-dimethyl-Lys 
or N, N, N-trimethyl-Lys . 

<400> 12 

Gly Cys Cys Ser Asp Xaa Arg Cys Xaa His 
15 10 



<210> 13 
<211> 14 
<212> PRT 

<213> Conus sponsalis 



<220> 

<221> PEPTIDE 

<222> (5) . . (11) 

<223> Xaa at residues 5 and 11 is Pro or hydroxy 
Xaa at residue 8 is Lys, N-methyl-Lys, 
N . N-dimethyl-Lys or N . N . n-tr imethyl-Lys . 



12 



<400> 13 \ 
Cys Cys Ser Asp Xa 
1 



Ala Cys Xaa Gin Thr Xaa Gly Cys Arg 
10 




<210> 14 
<211> 13 
<212> PRT 

<2 13> Conus sponsalis 
<220> 

<221> PEPTIDE 
<222> (3) . . (5) 

<223> Xaa at residue 3 is \Glu or gamma-carboxy-Glu ; Xaa 
at residue 5 is Pro or hydroxy-Pro. 



V 



<400> 14 



E ! 



Cys Cys Xaa Asn Xaa Ala Cys ^Arg His Thr Gin Gly Cys 
1 5 \ 10 



<210> 15 
<211> 13 
<212> PRT 

<213> Conus sulcatus 
<220> 

<221> PEPTIDE 
<222> (4) . . (12) 

<223> Xaa at residue 4 is Trp or halo-Trp; Xaa at 

residue 6 is Pro or hydroxy-Pr\) ; Xaa at residue 12 
is Tyr, nor-Tyr, mono-halo-Tyr di-halo-Tyr , 
O-sulpho-Tyr , O-phospho-Tyr or nitro-Tyr. 

<400> 15 

Gly Cys Cys Xaa His Xaa Ala Cys Gly Arg^^His Xaa Cys 
15 10 




<210> 16 
<211> 14 
<212> PRT 

<213> Conus achatinus 



<220> 

<221> PEPTIDE 
<222> (2) . . (11) 
<223> Xaa at residues 2 and 
at residue 11 is Lys, 



7 is Pro or hydroxy-Pro; Xaa 
N-methyl-Lys, 



N, N-dimethyl-Lys or N, N, N-tr imethyl-Lys . 



<400> 16 

Ala Xaa Cys Cys Asn Asn Xaa Ala Cys Val Xaa His ^Arg Cys 
1 5 10 ' 



<210> 17 
<211> 15 
<212> PRT 

<213> Conus bullatus 



<220> 

<221> PEPTIDE 
<222> (2) . . (12) 



• 



13 

<223> Xaa at residues 2 andVS is Pro or hydroxy-Pro; Xaa 
at residue 12 is Lys, \N-methyl-Lys , 

N-dimethyl-Lys or N, N, N-t rimethyl-Lys . 



<400> 17 
Ala Xaa Gly Cys Cys Asn Asn Xa 
1 5 



Ala Cys Val Xaa His Arg Cys 
10 15 



<210> 18 
<211> 14 
<212> PRT 

<213> Conus bullatus 
<220> 

<221> PEPTIDE 

<222> (1) . . (11) 

<223> Xaa at residues 1, 2 and 7 is\ Pro or hydroxy-Pro; 
Xaa at residue 11 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trirAethyl-Lys . 



<400> 18 

Xaa Xaa Cys Cys Asn Asn Xaa Ala Cys 
1 5 



il Xaa His Arg Cys 



<210> 19 
<211> 16 
<212> PRT 

<213> Conus bullatus 
<220> 

<221> PEPTIDE 
<222> (2) . . (13) 
<223> Xaa at residue 2 is Glu or gamma - ca rboVy-Gl u ; Xaa 

at residue 6 is Trp or halo-Trp; Xaa a\ residues 8 

11 and 13 is Pro or hydroxy-Pro. 



<400> 19 

Asp Xaa Asn Cys Cys Xaa Asn Xaa Ser Cys Xaa Arc 
1 5 10 ' 



Xaa Arg Cys Thr 
15 



<210> 20 
<211> 13 
<212> PRT 

<213> Conus bullatus 



<220> 

<221> PEPTIDE 

<222> (6) . . (12) 

<223> Xaa at residues 6 and 7 is Pro or hydroxy-Pro; 
at residue 12 is Tyr, nor-Tyr, mono-haio-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , O-phospho-Tyr or 
nitro-Tyr . 



^Xaa 



<400> 20 

Gly Cys Cys Ser Arg Xaa Xaa Cys Ala Val Leu Xaa Cys 
15 10 



<210> 21 
<211> 13 
<212> PRT 



14 



<213> Conus circumcisus 



<220> 

<221> PEPTIDE 
<222> (6) 

<223> Xaa at residu^ 6 is Pro or hydroxy-Pro. 
<400> 21 

Gly Cys Cys Gly Asn X^a Asp Cys Thr Ser His Ser Cys 
1 5 \ 10 



<210> 22 
<211> 16 
<212> PRT 
<213> Conus stercusmuscarur 



<220> 

<221> PEPTIDE 
<222> (6) . . (11) 
<223> Xaa at residue 6 is Pro br hydroxy-Pro; Xaa at 
residue 11 is Glu or gamjnma-carboxy-Glu . 



□ 



<400> 22 

Gly Cys Cys Ser Asn Xaa Val Cys H\s Leu Xaa His Ser Asn Met Cys 
1 5 \ 10 15 



<210> 23 
<211> 17 
<212> PRT 

<213> Conus obscurus 
<220> 

<221> PEPTIDE 

<222> (6) . . (15) 

<223> Xaa at residue 6 is Pro or hydroxy-Prc\ Xaa at 
residue 14 is Glu or gamma-carboxy-Glu\ Xaa at 
residue 15 is Tyr, nor-Tyr, mono-halo-T^ 
di-halo-Tyr, O-sulpho-Tyr , O-phospho-Tyj 
nitro-Tyr . 



<400> 23 

Gly Cys Cys Ser Asn Xaa Val Cys Arg Gin Asn Asn 
15 10 



Xaa Xaa Cys 
15 



Arg 



<210> 24 
<211> 18 
<212> PRT 

<213> Conus textile 
<220> 

<221> PEPTIDE 
<222> (1) . . (15) 

<223> Xaa at residues 1, 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue 15 is Glu or gamma-carboxy-Glu . 



<400> 24 

Xaa Gin Cys Cys Ser His Xaa Ala Cys Asn Val Asp His Xaa Xaa I] 
15 10 15 



a 




15 



Cys 



<210> 25 
<211> 18 
<212> PRT 
<213> Conus 



diatus 



<220> 

<221> PEPTIDE 
<222> (1) . . (15) 
<223> Xaa at residCies 



1, 7 and 14 is Pro or hydroxy-Pro; 
and 15 is Glu or 

gamma-carboxy-GJ.u . 



Xaa at residue^ 2 



<400> 25 

Xaa Xaa Cys Cys Ser HisXXaa Ala Cys Asn Val Asp His Xaa Xaa lie 
1 5 \ 10 15 

Cys Arg 



in 

rii 

m 



7 and 14 is Pro or hydroxy-Pro; 



<210> 26 
<211> 18 
<212> PRT 

<213> Conus radiatus 
<220> 

<221> PEPTIDE 
<222> (1) . . (15) 
<223> Xaa at residues 1, 

Xaa at residue 15 is Glu or gamma-carboxy-Glu . 

<400> 26 

Xaa Gin Cys Cys Ser His Xaa Ala Cys Asn Val\Asp His Xaa Xaa lie 
1 5 10 \ 15 

Cys Asp 



<210> 27 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> PEPTIDE 
<222> (1) . . (15) 

<223> Xaa at residues 1, 7 and 14 is Pro or hydroxy-Pro; \ 
Xaa at residue 15 is Glu or gamma-carboxy-Glu. 

<400> 27 

Xaa Arg Cys Cys Ser His Xaa Ala Cys Asn Val Asp His Xaa Xaa ll^e 
15 10 15 





Cys Arg 



<210> 28 
<211> 18 



• 



16 

<2lS> PRT 

<213\ Conus omaria 
<220> 

<221> P'^PTIDE 
<222> (l\ . . (14) 

<223> Xa^at residues 1, 7 and 14 is Pro or hydroxy-Pro. 
<400> 28 

Xaa Gin CysXCys Ser His Xaa Ala Cys Asn Val Asp His Xaa Gly lie 
1X5 10 15 

Cys Arg 



<210> 29 
<211> 18 
<212> PRT 

<213> Conus omaria^ 
<220> 

<221> PEPTIDE 
<222> (1) . . (15) 
<223> Xaa at residues 1, 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue 15\is Glu or gamma-carboxy-Glu . 



<400> 29 
Xaa Gin Cys Cys Ser His 
1 5 



Ala Cys Asn Val Asp His Xaa Xaa Thr 
10 15 



Cys Arg 



<210> 30 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> PEPTIDE 
<222> (1) . . (15) 
<223> Xaa at residues 1, 7 and 14 is Rro or hydroxy-Pro; 
Xaa at residue 15 is Glu or gamin\-carboxy-Glu . 



<400> 30 

Xaa Gin Cys Cys Ser His Xaa Ala Cys Asn 
15 10 



Asp His Xaa Xaa Val 
15 



Cys Arg 



<210> 31 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> PEPTIDE 
<222> (1) . . (15) 
<223> Xaa at residues 1, 7 and 14 is Pro or hydroxy-Prc 
Xaa at residue 15 is Glu or gamma-carboxy-Glu. 



17 



<400> 31 
Xaa Gin Cys 
1 



Jys Ser His Xaa Ala Cys Asn lie Asp His Xaa Xaa lie 
5 10 15 



Cys Arg 



<210> 32 
<211> 21 
<212> PRT 

<213> Conus omaria^ 
<220> 

<221> PEPTIDE 
<222> (1) . . (15) 

<223> Xaa at residues\l, 7 and 14 is Pro or hydroxy-Pro; 
Xaa at residue 15 is Glu or gamma-carboxy-Glu . 

<400> 32 

Xaa Gin Cys Cys Ser His\Xaa Ala Cys Asn Val Asp His Xaa Xaa lie 
1 5 \ 10 15 

Cys Arg Arg Arg Arg 
20 



<210> 33 
<211> 17 
<212> PRT 

<213> Conus betulinus 
<220> 

<221> PEPTIDE 
<222> (7) . . (15) 
<223> Xaa at residues 7 and 14 is PVo or hydroxy-Pro; 
Xaa at residue 15 is Glu or g^mma-carboxy-Glu . 



<400> 33 \ 
Gly Gly Cys Cys Ser His Xaa Ala Cys An 
1 5 10\ 



Val Asn His Xaa Xaa Leu 
15 



Cys 



<210> 34 
<211> 16 
<212> PRT 

<213> Conus betulinus 
<220> 

<221> PEPTIDE 
<222> (6) . . {14) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pi 
Xaa at residue 14 is Glu or gamma-carboxy-Glu^ 

<400> 34 

Gly Cys Cys Ser His Xaa Ala Cys Ser Val Asn His Xaa Xa^ Leu Cys 
1 5 10 \ 15 



<210> 35 
<211> 16 



\ 

<212>VrT 

<213> Oonus dalli 

<220> \ 
<221> PEPTIDE 
<222> (6) (14) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 
Xaa aV residue 14 is Glu or gamma-carboxy-Glu . 

<400> 35 \ . 

Gly Cys Cys Ser His Xaa Ala Cys Asn Val Asp His Xaa Xaa lie Cys 
1 \ 5 10 15 



<210> 36 
<211> 19 
<212> PRT 
<213> Conus obscurus 



<220> 

<221> PEPTIDE 

<222> (6) . . (18) 

<223> Xaa at residues and 15 is Pro or hydroxy-Pro; 

Xaa at reside 11 is Lys, N, -methyl-Lys , 

N, N-dimethyl-Lys or N, N, N-t rimethyl-Lys ; Xaa at 
residues 14 and 18 Vs Glu or gamma-carboxy-Glu. 



<400> 36 

Gly Cys Cys Ser His Xaa AlaXCys Ser Gly Xaa Thr Gin Xaa Xaa Cys 
1 5 \ 10 15 

Arg Xaa Ser 



<210> 37 
<211> 18 
<212> PRT 

<213> Conus tulipa 
<220> 

<221> PEPTIDE 
<222> (1) . . (14 ) 
<223> Xaa at residues 1, 6 and 13 is Pro ^or hydroxy-Pro; 
Xaa at residue 14 is Glu or gamma-caarboxy-Glu . 



<400> 37 

Xaa Cys Cys Ser His Xaa Ala Cys Ser Gly Asn 
1 5 10 



^sn Xaa Xaa Phe Cys 
15 



Arg Gin 



<210> 38 
<211> 18 
<212> PRT 

<213> Conus tulipa 
<220> 

<221> PEPTIDE 
<222> (6) . . (14) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 
Xaa at residue 14 is Glu or gamma-carboxy-Glu. 



<400> 3E 
Gly Cys 
1 



/s Ser His Xaa Ala Cys Ser Gly Asn Asn Xaa Xaa Phe Cys 
5 10 15 



Arg Gin 



<210> 39 

<211> 16 

<212> PRT 

<213> Conus 



maceus 



<220> 

<221> PEPTIDE 
<222> (6) . . (15) 

<223> Xaa at residues 6, 7 and 13 is Pro or hydroxy-Pro; 
Xaa at resiVlue 15 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr\ 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr . 

<400> 39 

Gly Cys Cys Ser His\Xaa Xaa Cys Ala Met Asn Asn Xaa Asp Xaa Cys 
1 5\ 10 15 



<210> 40 
<211> 16 
<212> PRT 

<213> Conus pennaceus 
<220> 

<221> PEPTIDE 

<222> (6) . . (15) 

<223> Xaa at residuew 6, 7\and 13 is Pro or hydroxy-Pro; 
Xaa at residue 15 is YY^/ nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho\Tyr , 0-phospho-Tyr or 
nitro-Tyr . 



<400> 40 

Gly Cys Cys Ser His Xaa Xaa 
1 5 



Phe Leu Asn Asn Xaa Asp Xaa Cys 
10 15 



<210> 41 
<211> 17 
<212> PRT 

<213> Conus textile 
<220> 

<221> PEPTIDE 

<222> (6) . . (13) 

<223> Xaa at residues 6, 7 and 13 is Pi^o or hydroxy-Pro; 
Xaa at residue 11 is Lys, N-methyjSr-Lys , 
N, N-dimethyl-Lys or N . N . N-trimethyl^Lys . 



<400> 41 

Gly Cys Cys Ser Asn Xaa Xaa Cys lie Ala 
15 10 



^Asn Xaa His Met Cys 
15 



Gly 



K 20 

<210>\2 
<211> l\ 
<212> PRT 

<213> ConiXs distans 
<220> 

<221> PEPTIDE 
<222> (6) . . (13) 

<223> Xaa at residues 6, 7 and 13 is Pro or hydroxy-Pro. 
<400> 42 \ 

Gly Cys Cys Ser Asn Xaa Xaa Cys Ala His Asn Asn Xaa Asp Cys Arg 
1 \5 10 15 



<210> 43 . 

<211> 17 \ 

<212> PRT 

<213> Conus tulipa \ 

^ <220> 

4= <221> PEPTIDE 

Ul <222> (6) . . (13) 

Ly <223> Xaa at residues 6 anci 13 is Pro or hydroxy-Pro. 



\ <400> 43 

Gly Cys Cys Ser Asn Xaa Ala C^,s Ala Gly Asn Asn Xaa His Val Cys 
1 5 \ 10 15 



U Arg 



<210> 4 4 
EJ <211> 16 



<212> PRT 
<213> Conus dalli 

<220> 

<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 6 and 13 is Pro or hyciroxy-Pro . 




<400> 44 

Gly Cys Cys Ser Arg Xaa Ala Cys lie Ala Asn Asn Xaa Asp Leu Cys 
1 5 10 \^ 15 

<210> 45 
<211> 20 
<212> PRT 

<213> Conus circumcisus 
<220> 

<221> PEPTIDE 
<222> (6) . . (14 ) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro; 
Xaa at residues 11 and 14 is Glu or 
gainina-carboxy-Glu . 

<400> 45 

Gly Cys Cys Ser Asn Xaa Val Cys His Val Xaa His Xaa Xaa LeuXfys 
15 10 15 



• 



21 



Ar(^Arg Arg Arg 
20 



<210> 
<211> IE 
<212> PRI 
<213> Con^ 



iS sulcatus 



<220> 

<221> PEPTIDE 
<222> (7) . . {\5) 

<223> Xaa at Vesidues 7, 12 and 14 is Pro or 
hydroxy-^ro; Xaa at residue 11 is Lys, 
N-methyl\Lys , N, N-dimethyl-Lys or 

N, N, N-trimethyl-Lys ; Xaa at residue 15 is.Glu or 
gamma-carb^xy-Glu , 

<400> 46 

Gly Gly Cys Cys Se\ Phe Xaa Ala Cys Arg Xaa Xaa Arg Xaa Xaa Met 
1 5\ 10 15 

Cys Gly 



<210> 47 
<211> 18 
<212> PRT 

<213> Conus textile 



<220> 

<221> PEPTIDE 

<222> (1) . . (15) 

<223> Xaa at residues 1, 7 

Xaa at residues 2 and 15 
gamma-carboxy-Glu . 



14 
s 



is Pro or hydroxy-Pro; 
Glu or 



<400> 47 

Xaa Xaa Cys Cys Ser Asp Xaa Arg 
1 5 



Asn Ser Ser His Xaa Xaa Leu 
10 15 



Cys Arg 



<210> 48 
<211> 18 
<212> PRT 
<213> Conus dalli 

<220> 

<221> PEPTIDE 
<222> (1) . . (15) 

<223> Xaa at residues 1, 7 and 14 is Pro or hydVoxy-pro; 
Xaa at residue 15 is Glu or gamma-carboxy-^^lu . 

<400> 48 

Xaa Gin Cys Cys Ser Asp Xaa Arg Cys Asn Val Gly Hi^ Xaa Xaa Leu 
1 5 10 \ 15 



Cys Gly 



22 



2\ 



<2W> 49 
<2liV 18 
<212>v PRT 
<213>\conus dalli 



<220> 

<221> PEPTIDE 
<222> . (15) 

<223> XaaXat residue 



1 is Gin or pyro-Glu; Xaa at 
residues 7 and 14 is Pro or hydroxy-Pro; Xaa at 
resxdVe 15 is Glu or gamma-carboxy-Glu . 



<400> 49 
Xaa Val Cys 
1 



Ser Asp Xaa Arg Cys Asn Val Gly His Xaa Xaa lie 
5 10 15 



Cys Gly 



SI 



<210> 50 
<211> 16 
<212> PRT 

<213> Conus textile' 
<220> 

<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 6\ 7 and 13 is Pro or hydroxy-Pro. 



rij 



<400> 50 

Gly Cys Cys Ser Arg Xaa Xak Cys lie Ala Asn Asn Xaa Asp Leu Cys 
1 5 \ 10 15 



<210> 51 
<211> 18 
<212> PRT 

<213> Conus omaria 



<220> 

<221> PEPTIDE 
<222> (1) . . (15) 
<223> Xaa at residues 1 and 14 is Pre 
Xaa at residue 15 is Glu or gar 



or hydroxy-Pro; 
i-carboxy-Glu . 



<400> 51 

Xaa Gin Cys Cys Ser His Leu Ala Cys AsnV/al Asp His Xaa Xaa lie 
1 5 10 \ 15 



Cys Arg 



<210> 52 
<211> 19 
<212> PRT 

<213> Conus sulcatus 



<220> 

<221> PEPTIDE 

<222> (5) . . (14 ) ^ 
<223> Xaa at residue 5 is Tyr, nor-Tyr, mono-halo-T^ 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 



ft 



ft 



'^4 




23 

nitro-Tyrv Xaa at residue 13 is Pro or 
hydroxy-pAo; Xaa at residue 14 is Glu or 
gamma -carb\)xy-Glu . 

<220> 

<221> PEPTIDE 
<222> (18) 

<223> Xaa at residi^e 18 is Trp or halo-Trp. 
<400> 52 

Gly Cys Cys Ser Xaa \Phe Asp Cys Arg Met Met Phe Xaa Xaa Met Cys 
1 5 \ 10 15 

Gly Xaa Arg 



<210> 53 
<211> 18 
<212> PRT 

<213> Conus sulcatus 
<220> 

<221> PEPTIDE 
<222> (11) . . (12) 

<223> Xaa at residue 11 is %ys, N-methyl-Lys , 

N, N-dimethyl-Lys or N, N, N-t rimethyl-Lys ; Xaa at 
residue 12 is Tyr, nor-^^yr, mono-halo-Tyr , 
di-halo-Tyr, O-sulpho-T^^r , 0-phospho-Tyr or 
nit ro-Tyr . 

<220> 

<221> PEPTIDE 
<222> (14 ) . . (15) 
<223> Xaa at residue 14 is Pro or \hydroxy-Pro; Xaa at 
residue 15 is Glu or gamma-carboxy-Glu . 



<400> 53 

Gly Gly Cys Cys Ser Phe Ala Ala Cys 
1 5 



^rg Xaa Xaa Arg Xaa Xaa Met 

' LO 15 



Cys Gly 



<210> 54 \ 

<211> 20 \ 

<212> PRT \ 
<213> Conus sulcatus \ 

<220> \ 

<221> PEPTIDE \ 

<222> (7) . . (15) \ 

<223> Xaa at residue 7 is Pro- or hydroxy-Pro; )oaa at 
residue 10 is Tyr, nor-Tyr, mono-halo-Tyr\ 
di-halo-Tyr, 0-sulpho-Tyr , O-phospho-Tyr or 
nitro-Tyr; Xaa at residue 15 is Glu or \ 
gamma-carboxy-Glu . \ 

<400> 54 \ 
Gly Gly Cys Cys Phe His Xaa Val Cys Xaa lie Asn LeuvLeu Xaa Met 
1 5 10 \ 15 



Cys Arg Gin Arg 



• 



• 



24 



* - i 



20 



<210>\ 55 
<211>\l9 
<212> 

<213> cVnus betulinus 
<220> 

<221> PEPTIDE 
<222> (7) \. (15) 

<223> Xaa tet residues 7, 11 and 14 is Tyr, nor-Tyr, 
mono-Yialo-Tyr , di-halo-Tyr, 0-sulpho-Tyr , 
O-phospho-Tyr ; Xaa at residues -8, 9 and 15 is Pro 
or hyo^oxy-Pro. 

<220> 

<221> PEPTIDE) 
<222> (12] 

<223> Xaa at residues 12 and 16 is Glu or 
gamma -cart)Oxy-Glu . 




<400> 55 
Ser Ala Thr Cys 
1 

Ser Cys Leu 



Asn Xaa Xaa Xaa Cys Xaa Xaa Thr Xaa Xaa Xaa 
5 10 15 



<210> 56 
<211> 17 
<212> PRT 

<213> Conus betulinus 



<220> 

<221> PEPTIDE 
<222> (5) . . (13) 
<223> Xaa at residues 5 and\12 is Tyr, no-Tyr, 
mono-halo-Tyr , di-halo\Tyr, 0-sulpho-Tyr, 
0-phospho-Tyr or nitro-Vyr; Xaa at residues 
and 13 is Pro or hydroxw-Pro. 



<220> 

<221> PEPTIDE 
<222> (10) . . (14) 

<223> Xaa at residues 10 and 14 
gamma-carboxy-Glu . 



Glu or 



<400> 56 

Ala Cys Cys Ala Xaa Xaa Xaa Cys Phe 

1 5 



Caa Ala Xaa Xaa Xaa Arg Cys 

15 



Leu 



<210> 57 
<211> 19 
<212> PRT 

<213> Conus betulinus 



<220> 

<221> PEPTIDE 



25 



<222> (3)\. (16) 

<223> Xaa \t residues 3, 12 and 16 is Glu or 

gamina\carboxy-Glu; Xaa at residues 6, 7, 11 and 14 
is Tyr\ nor-Tyr, mono-halo-Tyr , di-halo-Tyr, 
0-sulph>D-Tyr , 0-phospho-Tyr or nitro-Tyr. 



<220> 

<221> PEPTIDE 
<222> (8) . . (15) 
<223> Xaa at residues 



9 and 15 is Pro or hydroxy-Pro. 



<400> 57 

Asn Ala Xaa Cys Cys 'Xaa Xaa Xaa Xaa Cys Xaa Xaa Ala Xaa Xaa Xaa 
1 5 \ 10 15 

lie Cys Leu 



<210> 58 
<211> 227 
<212> DNA 
<213> Conus magus 

<220> 
<221> CDS 
<222> (1) . . (189) 

<400> 58 

atg ttc acc gtg ttt ctg ttg gtt qtc ttg gca acc act gtc gtt tec 
Met Phe Thr Val Phe Leu Leu Val Va\ Leu Ala Thr Thr Val Val Ser 
1 5 X^IO 15 

ttc cct tea gat cgt gca tct gat ggc aag aat gcc gca gcc aac gac 
Phe Pro Ser Asp Arg Ala Ser Asp Gly A3sg Asn Ala Ala Ala Asn Asp 
20 25 \ 30 



aaa gcg tct gac gtg ate acg ctg gcc etc ^aag gga tgc tgt tee aae 
Lys Ala Ser Asp Val lie Thr Leu Ala Leu kys Gly Cys Cys Ser Asn 
35 40 \ 45 

cct gtc tgt cac ttg gag cat tea aac ett tgt\ ggt aga aga cgc 
Pro Val Cys His Leu Glu His Ser Asn Leu Cys\Gly Arg Arg Arg 
50 55 \60 

tgatgetcca ggaceetctg aaecacgacg ttcgagea 

<210> 59 
<211> 63 
<212> PRT 
<213> Conus magus 

<400> 59 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 \ 15 




Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala AlaV Asn Asp 
20 25 30 



Lys Ala Ser Asp Val lie Thr Leu Ala Leu Lys Gly Cys Cys 
35 40 45 



Pro Val Cys His Leu Glu His Ser Asn Leu Cys Gly Arg Arg Arg 



• 



26 



<210> 
<211> 
<212> DN 

<213> Con^s aulicus 

<220> 
<221> CDS 
<222> (1) . . (\168) 



<400> 60 
atg ttc acc 
Met Phe Thr 

1 



ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 
Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
5 10 15 




ttc act tea gat dot gca tct gat ggc agg aag gac gca gcg tct ggc 
Phe Thr Ser Asp Ang Ala Ser Asp Gly Arg Lys Asp Ala Ala Ser Gly 
20 \ 25 30 

ctg ate get ctg accVtc aag gga tgc tgt tct tat cct ccc tgt ttc 
Leu lie Ala Leu Thr iSle Lys Gly Cys Cys Ser Tyr Pro Pro Cys Phe 
35 \ 40 45 

gcg act aat tea gac tat\tgt ggt tgacgacgct gatgctccag gaccctctga 198 
Ala Thr Asn Ser Asp Tyr CWs Gly 
50 \5 

accacgacgt 

<210> 61 
<211> 56 
<212> PRT 

<213> Conus aulicus 
<400> 61 

Met Phe Thr Val Phe Leu Leu Val Val L^u Ala Thr Thr Val Val Ser 
1 5 10. 15 

Phe Thr Ser Asp Arg Ala Ser Asp Gly Arg iws Asp Ala Ala Ser Gly 
20 25 \ 30 



Leu lie Ala Leu Thr lie Lys Gly Cys Cys 
35 40 

Ala Thr Asn Ser Asp Tyr Cys Gly 

50 55 



rr Pro Pro Cys Phe 
45 



<210> 62 
<211> 205 
<212> DNA 

<213> Conus aulicus 



<220> 
<221> CDS 
<222> (1) . 



(174) 



<400> 62 

atg ttc acc gtg ttt ctg ttg gtc gtc ttg gca acc acc gtc gtt t^s^c 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Sei 

15 10 15 



27 



ttc act tea cgt gca tct gat ggc agg aag gac gca gcg tct ggc 

Phe Thr Ser Asgj Arg Ala Ser Asp Gly Arg Lys Asp Ala Ala Ser Gly 
20\ 25 30 



96 



ctg att get ctg 
Leu lie Ala Leu 
35 



:c atg aag gga tge tgt tct tat ect cec tgt ttc 
ir Met Lys Gly Cys Cys Ser Tyr Pro Pro Cys Phe 
40 45 



144 



gcg act aat cca gaa tgt ggt cga ega cgc tgatgctcca ggaccctctg 
Ala Thr Asn Pro AspXcys Gly Arg Arg Arg 
50 \ 55 



194 



aaccacgacg t 



205 



<210> 63 
<211> 58 
<212> PRT 

<213> Conus aulicus 
<400> 63 

Met Phe Thr Val Phe Leu Le^ Val Val Leu Ala Thr Thr Val Val Ser 
1 5 \ 10 15 

Phe Thr Ser Asp Arg Ala Ser ^sp Gly Arg Lys Asp Ala Ala Ser Gly 
20 \ 25 30 

Leu lie Ala Leu Thr Met Lys GlV Cys Cys Ser Tyr Pro Pro Cys Phe 
35 40V 45 

Ala Thr Asn Pro Asp Cys Gly Arg Afg Arg 
50 55 



<210> 64 
<211> 223 
<212> DNA 

<213> Conus textile 

<220> 

<221> CDS 

<222> (1) . . (192) 



<400> 64 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala 
15 10 



icc acc gtc gtt tec 
^ ir Thr Val Val Ser 
15 



48 



ttc tct tea ggt cgt agt aca ttt cgt ggc agg aat> 
Phe Ser Ser Gly Arg Ser Thr Phe Arg Gly Arg Asn 
20 25 



jee gca gee aaa 
La Ala Ala Lys 
30 



96 



gcg tct ggc ctg gtc agt ctg act gac agg aga cca ga^ tge tgt agt 
Ala Ser Gly Leu Val Ser Leu Thr Asp Arg Arg Pro Glu\Cys Cys Ser 
35 40 45 



144 



gat cct cgc tgt aac teg agt cat cca gaa ctt tgt ggt gg>a aga cgc 
Asp Pro Arg Cys Asn Ser Ser His Pro Glu Leu Cys Gly Gly^Arg Arg 
50 55 60 



192 



tgatgctcca ggaccctctg aaccacgacg t 



223 



<210> 65 




Ala Asn Asn Pro Asp Leu Cys Gly 
50 55 



<210> 6,8 
<211> 
<212> DNA 

<213> Con\s textile 

<220> \ 
<221> CDS \ 
<222> (1) . . (133) 

<400> 68 \ 

atg ttc acc gtg Vtt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 
Met Phe Thr Val Phe ■ Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 ^ \5 10 15 

ttc act tea ggt cgt agt aca ttt cgt ggc agg aat gcc gca gcc aaa 
Phe Thr Ser Gly Arg Ser Thr Phe Arg Gly Arg Asn Ala Ala Ala Lys 
20 25 30 



gcg tct ggc ctg gtc agt ctg act gac agg aga cca caa tgc tgt tct 
Ala Ser Gly Leu Val Ser Leu Thr Asp Arg Arg Pro Gin Cys Cys Ser 
35 40 45 

cat cct gcc tgt aac gta gat cat cca gaa att tgt cgt tgaagacgct 
His Pro Ala Cys Asn Val Asp His Pro Glu lie Cys Arg 
50 55 60 

gatgctccag gaccctctga accacgacgt 

\ 

<210> 69 \ 
<211> 61 ^, 
<212> PRT 

<213> Conus textile y 
<400> 69 

Met Phe Thr Val Phe Leu Leu Val Val '^Leu Ala Thr Thr Val Val Ser 
1 5 \lO 15 

\ 

Phe Thr Ser Gly Arg Ser Thr Phe Arg Glyv Arg Asn Ala Ala Ala Lys 
20 25 \ 30 

Ala Ser Gly Leu Val Ser Leu Thr Asp Arg Arg Pro Gin Cys Cys Ser 
35 40 \ 45 

His Pro Ala Cys Asn Val Asp His Pro Glu lie Cys Arg 
50 55 60 



<210> 70 
<211> 223 

<212> DNA ' 
<2 13> Conus radiatus 

<220> 

<221> CDS ^ 
<222> (1) . . (183) 

<400> 70 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val vkl Ser 
15 10 15, 



ttc act tea ggt cgt cgt aca ttt cat ggc agg aat gee gca gcc aaa 



30 

Phe Thr Ser Arg Arg Thr Phe His Gly Arg Asn Ala Ala Ala Lys 

25 30 



gcg tct ggc ctgXgtc agt ctg act gac agg aga cca gaa tgc tgt tct 
Ala Ser Gly Leu Yal Ser Leu Thr Asp Arg Arg Pro Glu Cys Cys Ser 
35 \ 40 45 



144 



cat cct gcc tgt aap gta gat cat cca gaa att tgt cgt tgaagacgct 
His Pro Ala Cys Asfc Val Asp His Pro Glu lie Cys Arg 
50 • \ 55 60 



193 



gatgctccag gaccctctqa accacgacgt 



223 



<210> 71 
<211> 61 
<212> PRT 

<2 13> Conus radiatus 
<400> 71 

Met Phe Thr Val Phe Leu\ Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 \ 10 15 

Phe Thr Ser Gly Arg Arg Vhr Phe His Gly Arg Asn Ala Ala Ala Lys 
20 \ 25 30 

Ala Ser Gly Leu Val Ser Ldu Thr Asp Arg Arg Pro Glu Cys Cys Ser 
35 \ 40 45 

His Pro Ala Cys Asn Val AspXHis Pro Glu lie Cys Arg 
50 55 \ 60 



<210> 72 
<211> 223 
<212> DNA 

<213> Conus radiatus 

<220> 

<221> CDS 

<222> {1} . . (183) 



<400> 72 

atg ttc acc gtg ttt ctg ttg gtt gtc^ 
Met Phe Thr Val Phe Leu Leu Val Val 
1 5 



:tg gca acc acc gtc gtt tec 
:.eu Ala Thr Thr Val Val Ser 

LO 15 



48 



ttc act tea ggt cgt agt aca ttt cgt gg^ agg aat gcc gca gcc aaa 
Phe Thr Ser Gly Arg Ser Thr Phe Arg Gl\ Arg Asn Ala Ala Ala Lys 
20 25 \ 30 



96 



gcg tct ggc ctg gtc agt ctg act gac agg 
Ala Ser Gly Leu Val Ser Leu Thr Asp Arg 
35 40 



cca caa tgc tgt tct 
Pro Gin Cys Cys Ser 
45 



144 



cat cct gcc tgt aac gta gat cat cca gaa attXtgc gat tgaagacgct 
His Pro Ala Cys Asn Val Asp His Pro Glu lie Vys Asp 
50 55 \60 



193 



gatgctccag gaccctctga accacgacgt 



223 



<210> 
<211> 



73 
61 



• 



31 

<212> PR'i 

<213> ConVs radiatus 
<400> 73 

Met Phe Th\ Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1X5 10 15 

Phe Thr Ser \ly Arg Ser Thr Phe Arg Gly Arg Asn Ala Ala Ala Lys 
10 25 30 

Ala Ser Gly h&u Val Ser Leu Thr Asp Arg Arg Pro Gin Cys Cys Ser 
35 \ 40 45 

His Pro Ala Cys\Asn Val Asp His Pro Glu lie Cys Asp 
50 \ 55 60 



<210> 14 
<211> 218 
<212> DNA 
<213> Conus striatu* 



<220> 
<221> CDS 
<222> (1) . 



(171) 



<400> 74 

atg ttc act gtg ttt ctg \ttg gtt gtc ttg gca ate act gtc gtt tec 

Met Phe Thr Val Phe Leu \eu Val Val Leu Ala lie Thr Val Val Ser 
1 5 \ 10 15 



48 



ttc cct tta gat cgt gaa tcli gat ggc gcg aat gcc gaa gcc cgc acc 
Phe Pro Leu Asp Arg Glu Ser\ Asp Gly Ala Asn Ala Glu Ala Arg Thr 
20 \ 25 30 



96 



cac gat cat gag aag cac gca cVg gac egg aat gga tgc tgt agg aat 
His Asp His Glu Lys His Ala L^ Asp Arg Asn Gly Cys Cys Arg Asn 
35 4\ 45 



144 



cct gcc tgt gag age cac aga tgt ^gt tgacgacget gatgetecag 
Pro Ala Cys Glu Ser His Arg Cys ^y 
50 55 



191 



gaecctctga accacgacgt tcgagca 



218 



<210> 75 
<211> 57 
<212> PRT 

<213> Conus striatus 
<400> 75 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala lie Thr Val Val Ser 
1 5 10 \ 15 

Phe Pro Leu Asp Arg Glu Ser Asp Gly Ala Asn\Ala Glu Ala Arg Thr 
20 25 \ . 30 



His Asp His Glu Lys His Ala Leu Asp Arg Asn Gly Cys Cys Arg Asn 
35 40 \ 45 



Pro Ala Cys Glu Ser His Arg Cys Gly 
50 55 



• 




32 




<2rOA 7 6 
<211>\227 
<212> ™a 

<213> ^onus bandanus 

<220> 
<221> CDS 
<222> . (180) 



<400> 76 

atg ttc accXatg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 

Met Phe Thr Met Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

1 \ 5 10 15 

ttc get tea gat cgt gea tct gat ggc agg aat gee gca gcc aag gac 96 

Phe Ala Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp 

20 25 30 

aaa gcg tct gac ctg gtc get ctg acc gtc aag gga tgc tgt tct cat 14 4 

?=?i Lys Ala Ser Asp Leu Val Ala Leu Thr Val Lys Gly Cys Cys Ser His 

-=? 35 \ 4 0 4 5 

4; cct gcc tgt age gtg aat aat cca gac att tgt ggt tgaagacget 190 

v=l Pro Ala Cys Ser Val Asn Asn Pro Asp lie Cys Gly 

bl 50 \^ 55 60 



gatgctccag gaccetetga aocacgacgt tcgagca 227 



^ <210> 77 

P <211> 60 

M <212> PRT 

PI <213> Conus bandanus 

<400> 77 

Met Phe Thr Met Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
pi 5 \ 10 15 



Phe Ala Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp 
20 25 30 

Lys Ala Ser Asp Leu Val Ala Leu ThV Val Lys Gly Cys Cys Ser His 
35 40 \ 45 

Pro Ala Cys Ser Val Asn Asn Pro Asp rie Cys Gly 
50 55 \ 60 

<210> 78 
<211> 104 
<212> DNA 

<2 13> Conus bandanus 

<220> 
<221> CDS 
<222> (1) . . (54) 

<400> 78 

aaa gaa tgc tgt act cat cct gcc tgt cac gtg agt '^at cca gaa etc 4 8 

Lys Glu Cys Cys Thr His Pro Ala Cys His Val Ser h\s Pro Glu Leu 

1 5 10 \ 15 




tgt ggt tgaaaagcga cgtgacgctc caggaeeetc tgaaccacga Y:gttcgagca 
Cys Gly 



104 



\ 



• 



33 



<210> 79 
<21l\ 18 
<212A PRT 

<213>\conus bandanus 
<400> \9 

Lys GluXcys Cys Thr His Pro Ala Cys His Val Ser His Pro Glu Leu 
1X5 10 15 



Cys Gly 



<210> 80 
<211> 206 
<212> DNA 
<213> Conus 



mdanus 



<220> 
<221> CDS 
<222> (1) . . (171) 



hi 

i-ft 
111 



<400> 80 

atg ttc acc gtg tt\ ctg ttg gtt gtc ttg gca act get gtt ctt cca 48 

Met Phe Thr Val Phe\Leu Leu Val Val Leu Ala Thr Ala Val Leu Pro 

1 5\ 10 15 

gtc act tta gat cgt g\a tct gat gga agg aat gca gca gcc aac gee 96 

Val Thr Leu Asp Arg AlW Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala 

20 \ 25 30 



ly 

m 



aaa acg cct cgc ctg ate 4cg cca ttc ate agg gat tat tgc tgt cat 
Lys Thr Pro Arg Leu lie Aaa Pro Phe lie Arg Asp Tyr Cys Cys His 
35 \ 40 45 



aga ggt ccc tgt atg gta tgg 
Arg Gly Pro Cys Met Val Trp 
50 55 



ggt tgaagccgct gctgctccag 
^s Gly 



144 



191 



gaccctctga accac 



206 



<210> 81 
<211> 57 
<212> PRT 

<213> Conus bandanus 
<400> 81 

Met Phe Thr Val Phe Leu Leu Val Val Le\ Ala Thr Ala Val Leu Pro 
1 5 10\ 15 

Val Thr Leu Asp Arg Ala Ser Asp Gly Arg ^sn Ala Ala Ala Asn Ala 
20 25 \ 30 

Lys Thr Pro Arg Leu lie Ala Pro Phe lie ArA Asp Tyr Cys Cys His 
35 40 \ 45 



Arg Gly Pro Cys Met Val Trp Cys Gly 
50 55 



<210> 82 
<211> 174 



34 



<212> DNA 

<213> Conus caracteristicus 

<220> 
<221> CDS 
<222> (1) . . (171) 

<400> 82 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtg/^tt tec 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Va/ Val Ser 
1 5 10 / 15 

ttc act tea gat cgt get tet gat ggc agg aat gee gea/gee aac gcg 
Phe Thr Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Al/ Ala Asn Ala 
20 25 / 30 



ttt gae ctg ate get etg ate gee agg eaa aat 
Phe Asp Leu lie Ala Leu lie Ala Arg Gin Asn 
35 40 



age tgt tgg gag aaa tat aaa tgt agt taa 
Ser Cys Trp Glu Lys Tyr Lys Cys Ser 
50 55 



<210> 83 
<211> 57 
<212> PRT 

<213> Conus caracteristicus 
<400> 83 

Met Phe Thr Val Phe Leu Leu Val V^l Leu Ala Thr Thr Val Val Ser 
1 5 / 10 15 




tgt age att cec 
Cys Ser lie Pro 
45 



48 



96 



144 



174 



Phe Thr Ser Asp Arg Ala Ser Asp/Gly Arg Asn Ala Ala Ala Asn Ala 
20 / 25 30 

Phe Asp Leu lie Ala Leu lie Aaa Arg Gin Asn Cys Cys Ser lie Pro 
35 / 40 45 

Ser Cys Trp Glu Lys Tyr Ly;s Cys Ser 
50 



<210> 84 
<211> 219 
<212> DNA 
<213> Conus caracterj 

<220> 
<221> CDS 
<222> (1) . . (189) 



<400> 84 

atg ttc acc gtg Att ctg ttg gtt gtc ttg gca acc act gtg gtt tec 
Met Phe Thr Val/phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1/5 10 15 



48 



ttc act tea 
Phe Thr Ser 



it cgt gcg tet gaa ggc agg aat get gca gee aag gae 
Arg Ala Ser Glu Gly Arg Asn Ala Ala Ala Lys Asp 
20 25 30 



96 



aaa gcg tctJ gae ctg gtg get etg aca gtc agg gga tgc tgt gee att 
Lys Ala Set Asp Leu Val Ala Leu Thr Val Arg Gly Cys Cys Ala lie 



144 



35 



35 



cgt gaa tgt cgc ttg cag aat gca gcg tat tgt ggt gga ata 
Arg Glu Cys Arg Leu Gin Asn Ala Ala Tyr Cys Gly Gly lie 
50 55 60 



tgatgctcca ggaccctctg aaccacgacg 



<210> 85 
<211> 63 
<212> PRT 

<213> Conus caracteristicus 
<400> 85 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Ttfr Thr Val Val Ser 
1 5 10/15 

Phe Thr Ser Asp Arg Ala Ser Glu Gly Arg Asn/ Ala Ala Ala Lys Asp 
20 25 / ' 30 




Lys Ala Ser Asp Leu Val Ala Leu Thr Val Aitg Gly Cys Cys Ala lie 
35 40 / 45 

Arg Glu Cys Arg Leu Gin Asn Ala Ala Tyif Cys Gly Gly lie Tyr 
50 55 / 60 



<210> 86 
<211> 217 
<212> DNA 

<213> Conus tulipa 

<220> 
<221> CDS 
<222> (1) . . (186) 

<400> 86 

atg ttc acc gtg ttt ctg ttg 
Met Phe Thr Val Phe Leu Leu, 
1 5 



jtt gtc ttg gca acc act gtc gtt tec 
Val Leu Ala Thr Thr Val Val Ser 
10 15 



189 



219 



ttc cct tea gat att gca act gag ggc agg aat gcc gca gcc- aaa gcg 
Phe Pro Ser Asp lie Ala Thr Glu Gly Arg Asn Ala Ala Ala Lys Ala 
20 / 25 30 



48 



96 



ttt gac ctg ata tct tcj 
Phe Asp Leu lie Ser Se 
35 



ate gtc aag aaa gga tgc tgt tee eat cct 
lie Val Lys Lys Gly Cys Cys Ser His Pro 
40 45 



144 



gcc tgt teg ggg aat Jkat cea gaa ttt tgt cgt caa ggt cgc 
Ala Cys Ser Gly Asn/Asn Pro Glu Phe Cys Arg Gin Gly Arg 
50 / 55 60 



186 



tgatgctcca ggaccctfctg aaccacgacg t 



217 



<210> 87 
<211> 62 
<212> PRT 
<213> Conus tulipa 



<400> 87 / 

Met Phe Thr Vdl Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 



36 

10 



15 



Phe Pro Ser Asp lie Ala Thr Glu Gly Arg Asn Ala Ala Ala hys Ala 

20 25 30 

Phe Asp Leu lie Ser Ser lie Val Lys Lys Gly Cys Cys Sfi: His Pro 

35 40 45 

Ala Cys Ser Gly Asn Asn Pro Glu Phe Cys Arg Gin Gly Arg 

50 55 60 



<210> 88 
<211> 217 
<212> DNA 

<213> Conus tulipa 



<220> 
<221> CDS 
<222> (1) . 



(186) 



hi 



111 



fij 
Hi 
□ 



<400> 88 / 

atg ttc acc gtg ttt ctg ttg gtt gtc tt^ gca acc act gtc gtt tec 48 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

1 5 ^10 15 

ttc cct tea gat ata gca act gag ggc agg aat gcc gca gcc aaa gcg 96 

Phe Pro Ser Asp lie Ala Thr Glu Gl/y Arg Asn Ala Ala Ala Lys Ala 

20 /25 30 



ttt gac ctg ata tct teg ate gtc/agg aaa gga tgc tgt tec aat ecc 

Phe Asp Leu lie Ser Ser lie MaM Arg Lys Gly Cys Cys Ser Asn Pro 

35 4/6 4 5 

gee tgt gcg ggg aat aat cca cat gtt tgt cgt caa ggt cgc 

Ala Cys Ala Gly Asn Asn Pro/His Val Cys Arg Gin Gly Arg 

SO 55/ 60 



55^ 

/ 



tgatgctcca ggacectetg aaccacgacg t 



144 



186 



217 



<210> 89 
<211> 62 
<212> PRT 

<213> Conus tulipa 
<400> 89 

Met Phe Thr Val Phe/Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 ^ 10 15 

Phe Pro Ser Asp lie Ala Thr Glu Gly Arg Asn Ala Ala Ala Lys Ala 
20 / 25 30 

Phe Asp Leu Ile/ser Ser lie Val Arg Lys Gly Cys Cys Ser Asn Pro 
35 / 40 45 

Ala Cys Ala Gly Asn Asn Pro His Val Cys Arg Gin Gly Arg 
50 / 55 60 



<210> 90 
<211> 226 
<212> DNA 
<213> Con\is sulcatus 



in 



II) 



<2S0> 
<22\> CDS 
<222^ (1) . . (195) 

<400> ^0 

atg ttcVacc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 
Met Phe 
1 



hr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 



ttc aat tea 
Phe Asn Ser 



jat cgt gat eea gca tta ggt gge agg aat get gca gee 
^sp Arg Asp Pro Ala Leu Gly Gly Arg Asn Ala Ala Ala 

25 30 



aaa geg tct gac^aag ate get teg acc etc aag aga aga gga tgc tgt 
Lys Ala Ser Asp V,ys lie Ala Ser Thr Leu Lys Arg Arg Gly Cys Cys 

teg tat ttt gae tqK aga atg atg ttt eea gaa atg tgt ggt tgg cga 
Ser Tyr Phe Asp CysyVrg Met Met Phe Pro Glu Met Cys Gly Trp Arg 
50 \ 55 60 

gge tgatgetcea ggaccct'^^jtg aaceacgacg t 
Gly 
65 



<210> 91 
<211> 65 
<212> PRT 

<213> Conus suleatus 




<400> 91 

Met Phe Thr Val Phe Leu Leu Val ^Xal Leu Ala Thr Thr Val Val Ser 
1 5 \ 

Phe Asn Ser Asp Arg Asp Pro Ala Leu\Gly Gly Arg Asn Ala Ala Ala 
20 25 \ 30 

Lys Ala Ser Asp Lys lie Ala Ser Thr Le\ Lys Arg Arg Gly Cys Cys 
35 40 \ 45 

Ser Tyr Phe Asp Cys Arg Met Met Phe Pro G\u Met Cys Gly Trp Arg 
50 55 \ 60 

Gly 
65 



48 



96 



144 



192 



226 



<210> 92 
<211> 226 
<212> DNA 

<213> Conus suleatus 



<220> 
<221> CDS 
<222> (1) . 



(195) 



<400> 92 

atg ttc ace gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc d^t tec 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val v\l Ser 

15 10 1> 



48 



ttc aat tea gat cgt gat cca gca tta ggt gge agg aat get gca 
Phe Asn Ser Asp Arg Asp Pro Ala Leu Gly Gly Arg Asn Ala Ala 



96 



30 



ata gcg ten gac aag ate get teg acc etc agg aga gga gga tge tgt 
lie Ala Ser\Asp Lys He Ala Ser Thr Leu Arg Arg Gly Gly Cys Cys 

40 45 



144 



tct ttt ect gpc tgt aga aag tat cgt cca gaa atg tgt ggt gga cga 
Ser Phe Pro A^a Cys Arg Lys Tyr Arg Pro Glu Met Cys Gly Gly Arg 
50 \ 55 60 



192 



cgc tgatgctcca 
Arg 
65 



jaccctctg aaceacgacg t 



226 



<210> 93 
<211> 65 
<212> PRT 

<213> Conus sulcatum 
<400> 93 

Met Phe Thr Val Phe L^u Leu Val Val Leu Ala Thr Thr Val Val Ser 

10 15 



Phe Asn Ser Asp Arg 
20 



Pro Ala Leu Gly Gly Arg Asn Ala Ala Ala 
25 30 



He Ala Ser Asp Lys He AUa Ser Thr Leu Arg Arg Gly Gly Cys Cys 
35 \ 40 45 

Ser Phe Pro Ala Cys Arg Lys\Tyr Arg Pro Glu Met Cys Gly Gly Arg 
50 55 \ 60 



Arg 
65 



<210> 94 
<211> 211 
<212> DNA 

<213> Conus sulcatus 



<220> 
<221> CDS 
<222> (1) . 



C180) 



<400> 94 

atg tte acc gtg ttt ctg ttg gtt gtc ttg 

Met Phe Thr Val Phe Leu Leu Val Val Leu 

15 10 



:a ace ace gtc gtt tec 
La Thr Thr Val Val Ser 
15 



tte act tea gat eat gaa tet gat cgc ggt gat 
Phe Thr Ser Asp His Glu Ser Asp Arg Gly Asp 
20 25 



jcc caa acc ate caa 
Ua Gin Thr He Gin 
30 



gaa gtg ttt gag atg tte get ctg gac age gat ggaXtgc tgt tgg cat 
Glu Val Phe Glu Met Phe Ala Leu Asp Ser Asp GlyVys Cys Trp His 
35 40 \15 



ect get tgt ggc aga eac tat tgt ggt ega aga cgc tga^tgctcca 
Pro Ala Cys Gly Arg His Tyr Cys Gly Arg Arg Arg 
50 55 60 

ggacectctg aaceacgacg t 




48 



96 



144 



190 



211 



39 



In 



f=5 



flJ 

CO 

I'ZJ 
III 



<2rQ> 95 
<211S> 60 
<212X PRT 

<213>\conus sulcatus 
<400> 

Met Phe Vrhr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 \ 5 10 15 

Phe Thr Asp His Glu Ser Asp Arg Gly Asp Ala Gin Thr lie Gin 

20 25 30 

Glu Val Phe \g1u Met Phe Ala Leu Asp ' Ser Asp Gly Cys Cys Trp His 
35 \ 40 45 

Pro Ala Cys gJW Arg His Tyr Cys Gly Arg Arg Arg 
50 \ 55 60 



<210> 96 
<211> 202 
<212> DNA 

<213> Conus sulcat 



<220> 
<221> CDS 
<222> (1) . 



(195) 



<400> 96 

atg ttc acc gtg ttt ctg 
Met Phe Thr Val Phe Leu 
1 5 



gtt gtc ttg gca acc acc gtc gtt tec 
$u Val Val Leu Ala Thr Thr Val Val Ser 
10 15 




ttc aat tea gat cgt gat cca ^ca tta ggt ggc agg aat get gea gee 
Phe Asn Ser Asp Arg Asp Pro A*la Leu Gly Gly Arg Asn Ala Ala Ala 
20 \ 25 30 



ata gcg tct gac aag ate get teg 
lie Ala Ser Asp Lys lie Ala Ser 
35 40 



etc agg aga gga gga tgc tgt 
r Leu Arg Arg Gly Gly Cys Cys 
45 



tct ttt get gcc tgt aga aag tat cgtVrca gaa atg tgt ggt gga ega 
Ser Phe Ala Ala Cys Arg Lys Tyr Arg \ro Glu Met Cys Gly Gly Arg 
50 55 \ 60 

cgc tgatgct 
Arg 
65 



<210> 97 
<211> 65 
<212> PRT 

<213> Conus sulcatus 
<400> 97 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr \hr Val Val Ser 
1 5 10 \ 15 

Phe Asn Ser Asp Arg Asp Pro Ala Leu Gly Gly Arg AsnXAla Ala Ala 
20 25 \30 

lie Ala Ser Asp Lys lie Ala Ser Thr Leu Arg Arg Gly GlACys Cys 



48 



96 



144 



192 



202 



..^ 40 

\ 35 4 0 4 5 

Ser Phe ''f^la Ala Cys Arg Lys Tyr Arg Pro Glu Met Cys Gly Gly Arg 
50 \ 55 60 

Arg 
65 



<210> 98 
<211> 220 
<212> DNA 

<213> Conus sulcatus 

<220> 

<221> CDS 

<222> (1) . . (189) 

<400> 98 ^ 

atg ttc acc gtg ttt ctg ttg gtt etc ttg gca acc aec gtc gtt tec 
Met Phe Thr Vai Phe Leu Leu Val Leu Leu Ala Thr Thr Val Val Ser 
1 5 \ ■ 10 15 

ttc aat tea gat egt gca\ tta ggt ggc agg aat get. gca gee aaa geg 
Phe Asn Ser Asp Arg AlavLeu Gly Gly Arg Asn Ala Ala Ala Lys Ala 

20 25 30 

\ 
\ 

tct gac aag ate ett teg aac etc agg aga gga gga tgc tgt ttt cat 
Ser Asp Lys lie Leu Ser Asrix Leu Arg Arg Gly Gly Cys Cys Phe His 
35 \ 40 45 

eet gtc tgt tac ate aat ett efea gaa atg tgt cgt caa cga ggc 
Pro Val Cys Tyr lie Asn Leu Leu Glu Met Cys Arg Gin Arg Gly 
50 55 \ 60 

tgatcgtcca ggaccctetg aaecaegaeg ^^ 

<210> 99 
<211> 63 
<212> PRT 

<213> Conus sulcatus 
<400> 99 \ 

Met Phe Thr Val Phe Leu Leu Val Leu Leu Ala Thr Thr Val Val Ser 
1 5 10 \^ 15 

Phe Asn Ser Asp Arg Ala Leu Gly Gly Arg Asn\ Ala Ala Ala Lys Ala 
20 25 \ 30 

\ 

Ser Asp Lys lie Leu Ser Asn Leu Arg Arg Gly Gl.y Cys Cys Phe His 
35 40 \^ 45 

Pro Val Cys Tyr lie Asn Leu Leu Glu Met Cys Arg Gin Arg Gly 
50 55 60 



<210> 100 
<211> 208 
<212> DNA 

<213> Conus consors 



<220> 
<221> CDS 



<222> (1)V . (177) 



<400> 100 
atg ttc ac^ 
Met Phe Thi 
1 



gtg ttt ctg ttg gtt gtc ttg aca acc act gtc .gtt tec 
. Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 
5 10 15 



48 



ttc cct tea 
Phe Pro Ser 



agt gca tct gat gtc agg gat gac gaa gcc aaa gac 
Ser Ala Ser Asp Val Arg Asp Asp Glu Ala Lys Asp 
2X) 2 5 30 



96 



gaa agg tct gacVatg tac aaa teg aaa egg aat gga cgc tgt tgc cat 
Glu Arg Ser AspXMet Tyr Lys Ser Lys Arg Asn Gly Arg Cys Cys His 
35 \ 40 45 



144 



cct gcc tgt ggc aaa cae ttt agt tgt gga cgc tgatgctcca ggaccctctg 197 
Pro Ala Cys Gly Lyis His Phe Ser Cys Gly Arg 
50 \ 55 



■B = ? 

Ill 



aaccacgacg t 



<210> 101 
<211> 59 
<212> PRT 

<213> Conus censors 



208 



<400> 101 

Met Phe Thr Val Phe Leu hhu Val Val Leu Thr Thr Thr Val Val Ser 
1 5 \ 10 15 



rii 



Phe Pro Ser Asp Ser Ala Ser \Asp Val Arg Asp Asp Glu Ala Lys Asp 

20 \ 25 30 

Glu Arg Ser Asp Met Tyr Lys SeV Lys Arg Asn Gly Arg Cys Cys His 

35 4(\ 45 

Pro Ala Cys Gly Lys His Phe Ser ^ys Gly Arg 

50 55 



<210> 102 
<211> 219 
<212> DNA 

<213> Conus stercusmuscarum 



<220> 
<221> CDS 
<222> (1) . 



(189) 



<400> 102 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala 
1 '5 10 



:c act gtc gtt tec 
)r Thr Val Val Ser 
15 



48 



tec cct tea gat cgt gca tct gat ggc agg aat gcc 
Ser Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala 
20 25 



jea gcc aac gag 
La Ala Asn Glu 
30 



96 



aaa gcg tct gac gtg ate gcg ctg gcc etc aag gga tgcVtgt tec aac 



Lys Ala Ser Asp Val 
35 



lie Ala Leu Ala Leu Lys Gly Cys 
40 45 



/s Ser Asn 



144 



cct gtc tgt cae ctg gag cat tea aac atg tgt ggt aga agaXcgc 



189 



42 



Prd Cys His Leu Glu His Ser Asn Met Cys Gly Arg Arg Arg 

55 60 

tgatgctc^a ggaccctctg aaccacgacg 



<210> 103 
<211> 63 
<212> PRT 

<213> Conus ^tercusmuscarum 
<400> 103 

Met Phe Thr Va\ Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1X5 10 15 

Ser Pro Ser Asp Ajrg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Glu 
20 \ 25 30 

Lys Ala Ser Asp Val lie Ala Leu Ala Leu Lys Gly Cys Cys Ser Asn 
35 A 40 45 

Pro Val Cys His Leu alu His Ser Asn Met Cys Gly Arg Arg Arg 
50 \ 55 60 



<210> 104 
<211> 248 
<212> DNA 

<213> Conus betulinus 

<220> 
<221> CDS 
<222> (1) . . (180) 

<400> 104 

atg ttc tec gtg ttt ctg ttg gtt Vtc ttg gca acc act gtc gtt tec 

Met Phe Ser Val Phe Leu Leu Val \Aal Leu Ala Thr Thr Val Val Ser 

1 ^ 5 \ 10 15 

tec act tea ggt ggt gca tct ggt ggcXagg aag get gca gee aaa geg 
Ser Thr Ser Gly Gly Ala Ser Gly Gly Vrg Lys Ala Ala Ala Lys Ala 
20 25 \ 30 

tct aac egg ate get ctg acc gtc agg ag^gea aca tgc tgt aat tat 
Ser Asn Arg lie Ala Leu Thr Val Arg Ser \Ala Thr Cys Cys Asn Tyr 
35 40 \ 45 

cet cec tgt tac gag act tat eea gaa agt tg\ ctg taacgtgaat 
Pro Pro Cys Tyr Glu Thr Tyr Pro Glu Ser Cys y^eu 
50 55 \60 

catccagage tttgtggetg aagacactga tgcteeagga ecAfctgaac cacgacgt 



<210> 105 
<211> 60 
<212> PRT 

<213> Conus betulinus 



<400> 105 

Met Phe Ser Val Phe Leu Leu Val Val Leu Ala Thr Thr Val 
15 10 



ai Ser 



Ser Thr Ser Gly Gly Ala Ser Gly Gly Arg Lys Ala Ala Ala Lys >Ala 




43 

25 30 

Ser Asn Arg 11^ Ala Leu Thr Val Arg Ser Ala Thr Cys Cys Asn Tyr 
35 \ 40 45 

Pro Pro Cys Tyr Slu Thr Tyr Pro Glu Ser Cys Leu 
50 \ 55 60 

<210> 106 
<211> 223 
<212> DNA 

<213> Conus betulinus. 

\ 

<220> 

<221> CDS 

<222> (1) . . (183) 

<400> 106 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtg gtt tec 48 

Met Phe Thr Val Phe Leu he\u Val Val Leu Ala Thr Thr Val Val Ser 

1 5 10 15 

ttc act tea ggt cgt gca ttt ^pgt ggc agg aat cgc gca gcc gac gac 96 
Phe Thr Ser Gly Arg Ala Phe Arg Gly Arg Asn Arg Ala Ala Asp Asp 
20 \ 25 30 

\ 

aaa agg tct gac ctg gcc get ctg age gtc agg gga gga tgc tgt tec 144 

Lys Arg Ser Asp Leu Ala Ala Leu\ Ser Val Arg Gly Gly Cys Cys Ser 
35 4 0 V 4 5 

\ 

eat eet gee tgt geg gtg aat eat cea gag ctt tgt ggc tgaagaeget 193 
His Pro Ala Cys Ala Val Asn His Pro Glu Leu Cys Gly 
50 55 \ 60 

gatgccceag gaeeetctga aceacgaegt ^^ 223 



\ 



<210> 107 
<211> 61 
<212> PRT 

<213> Conus betulinus \ 

\ 

<400> 107 ^ 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 \ 15 

Phe Thr Ser Gly Arg Ala Phe Arg Gly Arg Asn\Arg Ala Ala Asp Asp 
20 25 \ 30 

Lys Arg Ser Asp Leu Ala Ala Leu Ser Val Arg Gly Gly Cys Cys Ser 
35 4 0 4 5 

His Pro Ala Cys Ala Val Asn His Pro Glu Leu Cys\Gly 
50 55 60 \ 

\ 

\. 

<210> 108 
<211> 248 
<212> DNA 

<213> Conus betulinus 

<220> 
<221> CDS 



44 

<222> (iV • (ISO) 
<400> 108 

atg ttc accXgtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 



ttc act tea gq\ cgt gca tct ggt ggc agg aat get gca gcc aaa gcg 
Phe Thr Ser GlyAArg Ala Ser Gly Gly Arg Asn Ala Ala Ala Lys Ala 
20 \ • 25 30 

tct aac egg ate gVt atg gee ate age agt gga gca tgc- tgt gca tat 
Ser Asn Arg lie A]^ Met Ala lie Ser Ser Gly Ala Cys Cys Ala Tyr 
35 \ 40 45 

cet ecc tgt ttc gag ^ct tat eca gaa aga tgt ctg taacgtgaat 
Pro Pro Cys Phe Glu Ala Tyr Pro Glu Arg Cys Leu 
50 \ 55 60 

catccagace tttgtggctg ^agacgetga tgccccagga cectctgaac cacgaegt 

<210> 109 
<211> 60 
<212> PRT 

<213> Conus betulinus 
<400> 109 

Met Phe Thr Val Phe Leu Leu %al Val Leu Ala Thr Thr Val Val Ser 
1 5 \ 10 15 

Phe Thr Ser Gly Arg Ala Ser GlAciy Arg Asn Ala Ala Ala Lys Ala 
20 \ 25 30 




48 



96 



144 



190 



248 



Ser Asn Arg lie Ala Met Ala lie S^r Ser Gly Ala Cys Cys Ala Tyr 

35 40 \ 45 

Pro Pro Cys Phe Glu Ala Tyr Pro GluNArg Cys Leu 

50 55 \ 60 



<210> 110 
<211> 223 
<212> DNA 

<213> Conus betulinus 



<220> 
<221> CDS 
<222> (1) . 



(192) 



<400> 110 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca ac 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Th 

15 10 



ttc act tea gat cgt gca ttt cgt ggc agg aat tee geJa gee aac gae 
Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ser AlAAla Asn Asp 
20 25 \30 



aaa agg tct gae ctg gcc get ctg age gtc agg aga gga 
Lys Arg Ser Asp Leu Ala Ala Leu Ser Val Arg Arg Gly 
35 40 45 



cat ecc gcc tgt age gtg aat eat eca gag ett tgt ggt aga ag^ ege 




act gtc gtt tee 
,Thr Val Val Ser 
15 



tgc tee 
Cys Ser 



48 



96 



144 



192 



• 



His Pro Ala Cya Ser Val Asn His Pro Glu Leu Cys Gly Arg Arg Arg 
50 \ 55 60 



tgatgcccca ggaccc 



:g aaccacgacg t 



223 



<210> 111 
<211> 64 
<212> PRT 

<213> Conus betulinus 
<400> 111 

Met Phe Thr Val Phe Leu\ Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 \ 10 15 

Phe Thr Ser Asp Arg Ala ^e Arg Gly Arg Asn Ser Ala Ala Asn Asp 
20 \ 25 30 



id 

m 



Lys Arg Ser Asp Leu Ala AlA Leu Ser Val Arg Arg Gly Cys Cys Ser 
35 \ 40 45 

His Pro Ala Cys Ser Val Asn Mis Pro Glu Leu Cys Gly Arg Arg Arg 
50 55 \ 60 



<210> 112 
<211> 248 
<212> DNA 

<213> Conus betulinus 



<220> 

<221> CDS 

<222> (1) . . (180) 



<400> 112 

atg ttc acc gtg ttt ctg ttg gtt gtc t\g gca acc act gtc gtt tec 
Met Phe Thr Val Phe Leu Leu Val Val h^u Ala Thr Thr Val Val Ser 
15 la 15 



48 



ttc act tea ggt cgt gca tct ggt ggc agg \aat get gca gcc aaa gcg 
Phe Thr Ser Gly Arg Ala Ser Gly Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 \ 30 



96 



tct aac egg ate get ctg ate gtc agg aat gea^ gaa tgc tgt tat tat 
Ser Asn Arg lie Ala Leu lie Val Arg Asn AlaVGlu Cys Cys Tyr Tyr 
35 40 \ 45 



144 



cet cec tgt tae gag get tat cca gaa att tgt ex 
Pro Pro Cys Tyr Glu Ala Tyr Pro Glu lie Cys 

50 55 60\ 



taacgtgaat 



190 



eatccagacc tttgtggctg aagaccctga tgctecagga ccct«tgaac eacgacgt 



248 



<210> 113 
<211> 60 
<212> PRT 

<213> Conus betulinus 
<400> 113 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr ValXval Ser 
15 10 \l5 



Phe Thr Ser Gly Arg Ala Ser Gly Gly Arg Asn Ala Ala Ala Ly^ Ala 



• 



Pro Pro Cys Tyr 
50 




46 



25 



30 



Ser Asn Arg lie Ala Leu lie Val Arg Asn Ala Glu Cys Cys Tyr Tyr 
35 \ 40 45 

Ala Tyr Pro Glu lie Cys Leu 
55 60 



<210> 114 
<211> 207 
<212> DNA 
<213> Conus pennacebs 

<220> 
<221> CDS 
<222> (1) . . (168) 



<400> 114 

atg ttc acc gtg ttt ctg; ttg gtt gtc ttg gca acc acc gtc att tec 

Met Phe Thr Val Phe LeuYLeu Val Val Leu Ala Thr Thr Val lie Ser 

1 5 \ 10 15 



ttc act tea gat cgt gca tct gat ggc ggg aat gcc gca gcg tct gac 
Phe Thr Ser Asp Arg Ala Ser Asp Gly Gly Asn Ala Ala Ala Ser Asp 
20 \ 25 30 



48 



96 



m 
a 



ctg ate get ctg ace ate aag\gga tge tgt tct cat cct ccc tgt gcc 144 
Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser His Pro Pro Cys Ala 



35 



atg aat aat cea gac tat tgt ggt\^ tgacgaeget gatgctccag gaceetctga 198 
Met Asn Asn Pro Asp Tyr Cys Gly^ 
50 55 



accacgacg 



<210> 115 
<211> 56 
<212> PRT 

<213> Conus pennaceus 




45 



<400> 115 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val lie Ser 
1 5 10 \ 15 



Phe Thr Ser Asp Arg Ala Ser Asp Gly Gly Ash Ala Ala Ala Ser Asp 
20 25 \ 30 



Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser His Pro Pro Cys Ala 
35 4 0 \ 45 



207 



Met Asn Asn Pro Asp Tyr Cys Gly 
50 55 



<210> 116 
<211> 207 
<212> DNA 

<213> Conus pennaceus 



<220> 
<221> CDS 



\ 



47 



<222> 

<400> 116 
atg ttc acc 
Met Phe Thr 
1 



(168) 



ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 
a Phe Leu Leu Val Val Leu Ala Thr Thr Vai Val Ser 
5 * 10 15 



ttc act tea gat 
Phe Thr Ser Asp 
20 



gca tct gat ggc ggg aat gcc gca atg tct gac 
^rg Ala Ser Asp Gly Gly Asn Ala Ala Met Ser Asp 
25 30 



ctg ate get ctg a 
Leu lie Ala Leu 
35 




accacgacg 



<210> 117 
<211> 56 
<212> PRT 

<213> Conus pennaceus 
<400> 117 

Met Phe Thr Val Phe Leu LeuXVal Val Leu Ala Thr Thr Val Val Ser 
1 5 \ 10 15 ■ 

Phe Thr Ser Asp Arg Ala Ser A^ Gly Gly Asn Ala Ala Met Ser Asp 
20 \ 25 30 



48 



96 



ate aag gga tgc tgt tct cat cet cec tgt ttc 144 
lie Lys Gly Cys Cys Ser His Pro Pro Cys Phe 
40 45 



ctg aat aat cca gac \,at tgt ggt tgacgacgct gatgctecag gaecctctga 198 
Leu Asn Asn Pro Asp Tyr Cys Gly 
50 \ 55 



207 



Leu lie Ala Leu Thr lie Lys GlyV:ys Cys Ser His Pro Pro Cys Phe 
35 40 \ 45 



Leu Asn Asn Pro Asp Tyr Cys Gly 
50 55 



<210> 118 
<211> 210 
<212> DNA 

<213> Conus stercusmuscarum 



<220> 
<221> CDS 
<222> (1) . 



(171) 



<400> 118 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala 
15 10 



^cc act gtc gtt tec 
T}^r Thr Val Val Ser 
15 



48 



ttc cct tea gat cgt gaa tct gat ggc gcg aat gacXgaa gcc cgc acc 
Phe Pro Ser Asp Arg Glu Ser Asp Gly Ala Asn Asp felu Ala Arg Thr 
20 25 \ 30 



96 



gac gag cct gag gag eac gga eeg gac agg aat gga tg^ tgt agg aat 
Asp Glu Pro Glu Glu His Gly Pro Asp Arg Asn Gly Cys\Cys Arg Asn 
35 40 45 



144 



cct gcc tgt gag age eac aga tgt ggt tgacgacgct gatgctecag 



191 



Pro Ala Cys ffilu Ser His Arg Cys Gly 
50 \ 55 



gaccctctga acoacgacg 



210 



<210> 119 
<211> 57 
<212> PRT 

<213> Conus sterciXsmuscarum 
<400> 119 

Met Phe Thr Val Phe\Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5\ 10 15 

Phe Pro Ser Asp Arg Gdu Ser Asp Gly Ala Asn Asp Glu Ala Arg Thr 
20 \ 25 30 

Asp Glu Pro Glu Glu His Gly Pro Asp Arg Asn Gly Cys Cys Arg Asn 
35 \ 40 45 

Pro Ala Cys Glu Ser His ^rg Cys Gly. 
50 \55 



<210> 120 
<211> 210 
<212> DNA 

<213> Conus circumcisus 

<220> 

<221> CDS 

<222> (1) . . (180) 



<400> 120 

atg ttc acc gtg. ttt ctg ttg gtt gt^ ttg gca acc act gtc gtt tec 

Met Phe Thr Val Phe Leu Leu Val ValXLeu Ala Thr Thr Val Val Ser 

1 5 \ 10 15 



48 



ttc cct tea gat cgt gca tct gat ggc a^g aat gcc gca gcc age gac 
Phe Pro Ser Asp Arg Ala Ser Asp Gly Aig Asn Ala Ala Ala Ser Asp 
20 25 \ 30 



96 



aga gcg tet gac gcg gee cac cag gga tgc Vtgt tec aac cct gtc tgt 
Arg Ala Ser Asp Ala Ala His Gin Gly Cys Sys Ser Asn Pro Val Cys 
35 40 \ 45 



144 



cac gtg gaa cat cca gaa ctt tgt cgt aga aga cgc tgatgctcca 
His Val Glu His Pro Glu Leu Cys Arg Arg ArA Arg 
50 55 \ 60 



190 



ggaccctctg aaccacgacg 



210 



<210> 121 
<211> 60 
<212> PRT 

<213> Conus circumcisus 
<400> 121 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr ThrXVal Val Ser 
1 5 10 \ 15 



Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala AI^ Ser Asp 



• 



49 



25 



30 



Arg Ala Ser Asp Ala Ala His Gin Gly Cys Cys Ser Asn Pro Val Cys 

35 \ 40 45 

His Val Glu His Prb Glu Leu Cys Arg Arg Arg Arg 
50 \ 55 60 



<210> 122 
<211> 213 
<212> DNA 

<213> Conus circumcisu'^s 



<220> 

<221> CDS 

<222> (1) . . (174) 



\ 



<400> 122 \ 

atg ttc acc gtg ttt ctg ttg gtt gtc 

Met Phe Thr Val Phe Leu Leu Val Val 

ttc cct tea aat cgt gaa tct gat ggc 
Phe Pro Ser Asn Arg Glu Ser Asp Gly 



20 



25 



gac gag cct gag gag cac gac gaa ctg 
Asp Glu Pro Glu Glu His Asp Glu B^u 
35 40 



ttg gca acc act gtc gtt tec 48 
Leu Ala Thr Thr Val Val Ser 
10 15 

gcg aat gcc gaa gtc cgc acc 96 
Ala Asn Ala Glu Val Arg Thr 
30 

ggc ggg aat gga tgc tgt ggg 144 
Gly Gly Asn Gly Cys Cys Gly 
45 



aat cct gac tgt acg age cac agt tgt^ 
Asn Pro Asp Cys Thr Ser His Ser Cys 
50 55 

gaccctctga accaegacg 



<210> 123 
<211> 58 
<212> PRT 

<213> Conus cireumcisus 
<400> 123 

Met Phe Thr Val Phe Leu Leu Val Val 
1 5 



gat tgacgaegct gatgetccag 
^ .sp 




194 



213 



Leu Ala Thr Thr Val Val Ser 
10 \ 15 



Phe Pro Ser Asn Arg Glu Ser Asp Gly 
20 25 

Asp Glu Pro Glu Glu His Asp Glu Leu 
35 40 



Ala Asn Ala Glu Val Arg Thr 
^ 30 

Gly Gly Asn Gly Cys Cys Gly 



Asn Pro Asp Cys Thr Ser His Ser Cys Asp 
50 55 



<210> 124 
<211> 207 
<212> DNA 

<213> Conus episcopatus 



<220> 
<221> CDS 



\ 



• 



<222> (1) 



<400> 124 

atg ttc acc gt\ ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 
Met Phe Thr Val\phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1X5 10 15 



48 



ttc act tea gat \cc 
Phe Thr Ser Asp 
20 



gca tct gat age agg aag gae gca gcg tct ggc 
Ala Ser Asp Ser Arg Lys Asp Ala Ala Ser Gly 
25 30 



96 



ctg ate get ctg acc a^c aag gga tge tgt tct gat cet cge tgt aac 144 

Leu lie Ala Leu Thr lie Lys Gly Cys Cys Ser Asp Pro Arg Cys Asn 

35 \ 40 45 

atg aat aat cca gae tatVtgt ggt tgacgacgct gatgctceag gaccctctga 198 

Met Asn Asn Pro Asp Tyr Cys Gly 
50 \55 



u1 



accacgacg 



207 



^1 



<210> 125 
<211> 56 
<212> PRT 

<213> Conus episcopatus 



m 



<400> 125 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 

1 5 \ 10 15 

Phe Thr Ser Asp Arg Ala Ser Asp SeV Arg Lys Asp Ala Ala Ser Gly 

20 2S\^ 30 

Leu lie Ala Leu Thr lie Lys Gly Cys G^ys Ser Asp Pro Arg Cys Asn 

35 40 \ 45 



Met Asn Asn Pro Asp Tyr Cys Gly 
50 55 



<210> 126 
<211> 213 
<212> DNA 

<213> Conus sponsalis 

<220> 

<221> CDS 

<222> (1) . . (174) 



<400> 126 

atg tec acc gtg ttt ctg ttg gtt gtc etc gca ace \acc gtc gtt tee 

Met Ser Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 \ 15 



48 



ttc act gta gat cgt gca tct gat ggc agg gat gtc < 
Phe Thr Val Asp Arg Ala Ser Asp Gly Arg Asp Val Ale 
20 25 



ate gae gae 
lie Asp Asp 
30 



96 



aga ttg gtg tct etc cct cag ate gee eat get gae tgt t^gt tec gat 
Arg Leu Val Ser Leu Pro Gin lie Ala His Ala Asp Cys C^s Ser Asp 
35 40 45 



144 



cet gee tgc aag cag acg cec ggt tgt cgt taaagacgct gctgcYccag 



194 



Pro Ala Cys Lys GJ\n Thr Pro Gly Cys Arg 
50 \ 55 



gaccctctga accacgac 



213 



<210> 127 
<211> 58 
<212> PRT 

<2 13> Conus sponsalis 1 
<400> 127 

Met Ser Thr Val Phe heA Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 ^ \ 

Phe Thr Val Asp Arg Ala \ser Asp Gly Arg Asp Val Ala lie Asp Asp 
20 \ 25 30 



Arg Leu Val Ser Leu Pro GlLn lie Ala His Ala Asp Cys Cys Ser Asp 

35 \ 40 45 

Pro Ala Cys Lys Gin Thr Pr\ Gly Cys Arg 
50 5^ 



in 



<210> 128 
<211> 221 
<212> DNA 

<213> Conus sponsalis 



fIJ 

Ej 
£:i 



<220> 
<221> CDS 
<222> (1) . . (168) 

<400> 128 

atg ttc acc gtg ttt ctg ttg gtt gitc ttg gca acc acc gtc get tec 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Ala Ser 

1 5 \ 10 . 15 



48 



ttc att ate gat gat cca tct gat ggd agg aat att gca gtc gae gac 
Phe lie lie Asp Asp Pro Ser Asp GlyXArg Asn lie Ala Val Asp Asp 
20 25 \ 30 



96 



aga ggg ctt ttc tct aeg etc ttc cat gpt gat tgc tgt gaa aat ect 
Arg Gly Leu Phe Ser Thr Leu Phe His Ala Asp Cys Cys Glu Asn Pro 
35 40 \ 45 



144 



gee tgt aga cac acg cag ggt tgt tgatctt 
Ala Cys Arg His Thr Gin Gly Cys 
50 55 



tcttcaaaga cactgctggc 198 



ccaggaccct ctgaaccacg acg 



221 



<210> 129 
<211> 56 
<212> PRT 

<213> Conus sponsalis 



<400> 129 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala 
15 10 



Thr Val Ala Ser 
15 



Phe lie lie Asp Asp Pro Ser Asp Gly Arg Asn lie >Ala Val Asp Asp 



20 



30 



Arg Gly Leu Phe Ser thr Leu Phe His Ala Asp Cys Cys Glu Asn Pro 
35 \ 40 45 

Ala Cys Arg His Thr Gin Gly Cys 
50 \ 55 



<210> 130 
<211> 220 
<212> DNA 
<213> Conus dalli 

<220> 

<221> CDS 

<222> (1) . . (180) 



<400> 130 

atg ttc acc gtg ttt ctg ttg\gtt gtc ttg gca acc acc gtc gtt tec 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 \ 10 15 



48 



ttc act tea gat cgt gca ttt cbt ggc agg aat gcc gca gcc aaa gag 
Phe Thr Ser Asp Arg Ala Phe Aig Gly Arg Asn Ala Ala Ala Lys Glu 
20 ' \ 25 30 



96 



tct ggc ctg gtc ggt ctg acc gac\ aag acg cga gga tgc tgt tct cat 
Ser Gly Leu Val Gly Leu Thr AspXLys Thr Arg Gly Cys Cys Ser His 
35 40 \ 45 



144 



cct gcc tgt aac gta gat cat cca 
Pro Ala Cys Asn Val Asp His Pro 
50 55 



att tgt ggt tgaagacgct 
Lu lie Cys Gly 
60 



190 



gatgctccag gaccctctga accacgacgt 



220 



<210> 131 
<211> 60 
<212> PRT 
<213> Conus dalli 

<400> 131 

Met Phe Thr Val Phe Leu Leu Val Val LeuXAla Thr Thr Val Val Ser 
1 5 10\ 15 

Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys Glu 
20 25 \ 30 

Ser Gly Leu Val Gly Leu Thr Asp Lys Thr Arta Gly Cys Cys Ser His 
35 40 \ 45 



Pro Ala Cys Asn Val Asp His Pro Glu lie Cys^ 

50 55 \ 60 



<210> 132 
<211> 208 
<212> DNA 
<213> Conus dalli 



<220> 
<221> CDS 



53 



<222> (1) . \(177) 



<400> 132 
atg ttc acc 
Met Phe Thr 
1 



ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 
il Phe Leu Leu Val ValLeu Ala Thr Thr Val Val Ser 
5 10 15 



48 



ttc act tea gat ggt gca tct gat gac agg aaa gcc get geg tet gac 
Phe Thr Ser AsA Gly Ala Ser Asp Asp Arg Lys Ala Ala Ala Ser Asp 
20\ 25 30 



96 



ctg ate act etg kee ate aag gga tge tgt tet cgt ect cec tgt ate 144 

Leu lie Thr Leu 'flhr lie Lys Gly Cys Cys Ser Arg Pro Pro Cys lie 

35 \ 40 45 

geg aat aat eea gac ttg tgt ggt ega ega egc tgatgetcea ggaecetctg 197 

Ala Asn Asn Pro Aso Leu Cys Gly Arg Arg Arg 

50 \ 55 



aaeeacgaeg t 



<210> 133 

<211> 59 

<212> PRT 

<213> Conus dalli 



208 



in 



<400> 133 

Met Phe Thr Val Phe Leu L^u Val Val Leu Ala Thr Thr Val Val Ser 
1 5 \ 10 15 



1-3 



Phe Thr Ser Asp Gly Ala SerXAsp Asp Arg Lys Ala Ala Ala Ser Asp 

20 \ 25 30 

Leu lie Thr Leu Thr lie Lys G\y Cys Cys Ser Arg Pro Pro Cys lie 

35 aX) 45 



Ala Asn Asn Pro Asp Leu Cys Gly y^rg Arg Arg 
50 55 



<210> 134 
<211> 223 
<212> DNA 
<213> Conus dalli 



<220> 

<221> CDS 

<222> (1) . . (192) 



<400> 134 

atg ttc ace gtg ttt etg ttg gtt gtc ttg gc! 

Met Phe Thr Val Phe Leu Leu Val Val Leu 
15 10 



acc act gtc gtt tee 
Thr Thr Val Val Ser 
15 



48 



tee act tea ggt cgt cgt gca ttt cat gge agg 
Ser Thr Ser Gly Arg Arg Ala Phe His Gly Arg 
20 25 



^at gcc gca gee aaa 
Ala Ala Ala Lys 
30 



96 



geg tct gga ctg gtc ggt ctg act gac agg aga ccaXcaa tge tgt agt 
Ala Ser Gly Leu Val Gly Leu Thr Asp Arg Arg ProNcin Cys Cys Ser 
35 40 \45 



144 



gat ect cge tgt aac gta ggt cat eea gaa ett tgt gg\ gga aga cgc 



192 



54 



Asp Pro Arg Cys Asn Val Gly His Pro Glu Leu Cys Gly Gly Arg Arg 
50 55 60 

tgatgctcca ggaccctctg aaccacaacg t 

<210> 135 

<211> 64 

<212> PRT 

<213> Conus dalli 

<400> 135 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Ser Thr Ser Gly Arg Arg Ala Phe His Gly Arg Asn Ala Ala Ala Lys 
20 25 30 

Ala Ser Gly Leu Val Gly Leu Thr Asp Arg Arg Pro Gin Cys Cys Ser 
35 40 45 

Asp Pro Arg Cys Asn Val Gly His Pro Glu Leu Cys Gly Gly Arg Arg 
50 55 60 



<210> 136 
<211> 220 
<212> DNA 
<213> Conus dalli 

<220> 

<221> CDS 

<222> (1) . . (189) 

<400> 136 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

tec act tea ggt cgt gca ttt cat ggc agg aat gcc gca gee aaa gcg 
Ser Thr Ser Gly Arg Ala Phe His Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

tct ggc ctg gtc ggt ctg acc gac aag agg caa gta tgc tgt agt gat 
Ser Gly Leu Val Gly Leu Thr Asp Lys Arg Gin Val Cys Cys Ser Asp 
35 40 45 

cct cgc tgt aac gta ggt cat cca gaa att tgt ggt gga aga cgc 
Pro Arg Cys Asn Val Gly His Pro Glu lie Cys Gly Gly Arg Arg 
50 55 60 

tgatgctcca ggaccctctg aaccacgacg t 

<210> 137 

<211> 63 

<212> PRT 

<213> Conus dalli 

<400> 137 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 



Ser Thr Ser Gly Arg Ala Phe His Gly Arg Asn Ala Ala Ala Lys Ala 



4 • 

55 

20 25 30 

Ser Gly Leu Val Giy Leu Thr Asp Lys Arg Gin Val Cys Cys Ser Asp 
35 40 45 

Pro Arg Cys Asn Val Gly His Pro Glu lie Cys Giy Giy Arg Arg 
50 55 60 



<2i0> 138 
<211> 208 
<212> DNA 

<213> Conus achatinus 

<220> 
<221> CDS 
<222> (1) . . (180) 

<400> 138 

atg ttc acc gtg ttt 
Met Phe Thr Val Phe 
1 5 

ttc cct tea gat agt 
Phe Pro Ser Asp Ser 
20 

gaa agg tct gac atg 
Glu Arg Ser Asp Met 
35 

cct gcc tgt ggt ggc 
Pro Ala Cys Gly Gly 
50 

ggaccctctc gaaccacg 



ctg ttg gtt gtc ttg aca acc act gtc gtt tec 48 
Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 
10 15 

gca tct ggt ggc agg gat gac gag gcc aaa gac 96 
Ala Ser Giy Giy Arg Asp Asp Glu Ala Lys Asp 
25 30 

tac gaa ttg aaa egg aat gga cgc tgt tgc cat 144 
Tyr Glu Leu Lys Arg Asn Giy Arg Cys Cys His 
40 45 

aaa tac gtt aaa tgt gga cgc tgatgctcca 190 
Lys Tyr Val Lys Cys Gly Arg 
55 60 

208 



<210> 139 
<211> 60 
<212> PRT 

<213> Conus achatinus 
<400> 139 

Met Phe Thr Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 
15 10 15 

Phe Pro Ser Asp Ser Ala Ser Gly Gly Arg Asp Asp Glu Ala Lys Asp 
20 25 30 

Glu Arg Ser Asp Met Tyr Glu Leu Lys Arg Asn Gly Arg Cys Cys His 
35 40 45 

Pro Ala Cys Gly Giy Lys Tyr Val Lys Cys Giy Arg 
50 55 60 



<210> 140 
<211> 211 
<212> DNA 
<213> Conus 



buiiatus 



<220> 
<221> CDS 



56 



<222> (1) . . (174) 



<400> 140 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 

Met Phe Thr Val Phe Leu Leu Vai Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

ttc tct aca gat gat gaa tct gat ggc teg aat gaa gaa ccc age gee 96 
Phe Ser Thr Asp Asp Glu Ser Asp Gly Ser Asn Glu Glu Pro Ser Ala 
20 25 30 

gac cag act gee agg tec tea atg aae agg geg ect gga tgc tgt aac 144 
Asp Gin Thr Ala Arg Ser Ser Met Asn Arg Ala Pro Gly Cys Cys Asn 
35 40 45 

aat ect gee tgt gtg aag eac aga tgt gga tgacgctgat gctccaggac 194 
Asn Pro Ala Cys Val Lys His Arg Cys Gly 
50 55 

cctctgaaec acgacgt 211 



<210> 141 
<211> 58 
<212> PRT 

<213> Conus bullatus 



<400> 141 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Ser Thr Asp Asp Glu Ser Asp Gly Ser Asn Glu Glu Pro Ser Ala 
20 25 30 

Asp Gin Thr Ala Arg Ser Ser Met Asn Arg Ala Pro Gly Cys Cys Asn 
35 40 45 

Asn Pro Ala Cys Val Lys His Arg Cys Gly 
50 55 



<210> 142 
<211> 214 
<212> DNA 

<213> Conus bullatus 

<220> 

<221> CDS 

<222> (1) . . (177) 

<400> 142 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

ttc tct aca gat gat gaa tct gat ggc teg aat gaa gaa ccc age gcc 96 
Phe Ser Thr Asp Asp Glu Ser Asp Gly Ser Asn Glu Glu Pro Ser Ala 
20 25 30 

gac cag get gcc agg tec gca atg aac agg ccg ect gga tgc tgt aac 144 
Asp Gin Ala Ala Arg Ser Ala Met Asn Arg Pro Pro Gly Cys Cys Asn 
35 40 45 

aat ect gcc tgt gtg aag eac aga tgt ggt gga tgacgctgat gctccaggac 197 



57 



Asn Pro Ala Cys Val Lys His Arg Cys Gly Gly 
50 55 

cctctgaacc acgacgt 214 



<210> 143 
<211> 59 
<212> PRT 

<213> Conus bullatus 
<400> 143 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Ser Thr Asp Asp Glu Ser Asp Gly Ser Asn Glu Glu Pro Ser Ala 
20 25 30 

Asp Gin Ala Ala Arg Ser Ala Met Asn Arg Pro Pro Gly Cys Cys Asn 
35 40 45 

Asn Pro Ala Cys Val Lys His Arg Cys Gly Gly 
50 55 



<210> 144 
<211> 208 
<212> DNA 

<213> Conus bullatus 

<220> 

<221> CDS 

<222> (1) . . (177) 

<400> 144 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 15 

ttc cct tea gat cgt gac tct gat ggc gcg gat gcc gaa gcc agt gac 96 
Phe Pro Ser Asp Arg Asp Ser Asp Gly Ala Asp Ala Glu Ala Ser Asp 
20 25 30 

gag cct gtt gag ttc gaa agg gac gag aat gga tgc tgt tgg aat cct 144 
Glu Pro Val Glu Phe Glu Arg Asp Glu Asn Gly Cys Cys Trp Asn Pro 
35 40 45 

tec tgt ccg agg cce aga tgt aca gga ega cgc taatgctcca ggaccctctg 197 
Ser Cys Pro Arg Pro Arg Cys Thr Gly Arg Arg 
50 55 

aaeeaegacg t 208 



<210> 145 
<211> 59 
<212> PRT 

<213> Conus bullatus 
<400> 145 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 10 15 



Phe Pro Ser Asp Arg Asp Ser Asp Gly Ala Asp Ala Glu Ala Ser Asp 



• 
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20 25 30 

Glu Pro Val Glu Phe Giu Arg Asp Glu Asn Gly Cys Cys Trp Asn Pro 
35 40 45 

Ser Cys Pro Arg Pro Arg Cys Thr Gly Arg Arg 
50 55 



<210> 146 
<211> 211 
<212> DNA 

<213> Conus bullatus 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 146 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg aca acc act gtc gtt tec 48 

Met Phe Thr Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 

15 10 15 

ttc cct tea gat cgt gca tct gat ggc agg aat gcc gca gcc aac gac 96 
Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 

aaa gcg tct gac gtg gtc acg ctg gtc etc aag gga tgc tgt tec acc 144 
Lys Ala Ser Asp Val Val Thr Leu Val Leu Lys Gly Cys Cys Ser Thr 
35 40 45 

cct cec tgt get gtg ctg tat tgt ggt aga aga cgc tgatgetcca 190 
Pro Pro Cys Ala Val Leu Tyr Cys Gly Arg Arg Arg 
50 55 60 

ggacectctg aaccacgacg t 211 



<210> 147 
<211> 60 
<212> PRT 

<213> Conus bullatus 
<400> 147 

Met Phe Thr Val Phe Leu Leu Val Val Leu Thr Thr Thr Val Val Ser 
15 10 15 

Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 

Lys Ala Ser Asp Val Val Thr Leu Val Leu Lys Gly Cys Cys Ser Thr 
35 40 45 

Pro Pro Cys Ala Val Leu Tyr Cys Gly Arg Arg Arg 
50 55 60 



<210> 148 
<211> 212 
<212> DNA 

<213> Conus distans 



<220> 
<221> CDS 



SI 
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<222> (1) . . (171) 
<400> 148 

atg ttc acc gtg ttt ctg ttg gtt gtc ttc gca tec tct gtc acc tta 48 
Met Phe Thr Val Phe Leu Leu Val Val Phe Ala Ser Ser Val Thr Leu 
15 10 15 

gat cgt gca tct tat ggc agg tat gcc tea ccc gtc gac aga gcg tct 96 
Asp Arg Ala Ser Tyr Gly Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser 
20 25 30 

gcc ctg ate get eag gcc ate ett cga gat tge tgc tec aat ect ect 144 
Ala Leu lie Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro 
35 40 45 

tgt gcc cat aat aat cca gac tgt cgt taaagacgct gcttgctcca 191 
Cys Ala His Asn Asn Pro Asp Cys Arg 
50 55 

ggaccctctg aaceacgacg t 212 

<210> 149 
<211> 57 
<212> PRT 
<213> Conus distans 

iri 

I" <400> 149 

r-i: Met Phe Thr Val Phe Leu Leu Val Val Phe Ala Ser Ser Val Thr Leu 

15 10 15 

ril Asp Arg Ala Ser Tyr Gly Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser 

Eg 20 25 30 

£!l 

Zll Ala Leu lie Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro 

35 4 0 4 5 

Cys Ala His Asn Asn Pro Asp Cys Arg 
50 • 55 

<210> 150 
<211> 63 
<212> DNA 

<213> Conus textile 

<220> 
<221> CDS 
<222> (1) . . (60) 

<400> 150 

gga tgc tgt tct aat ect ccc tgt ate gcg aag aat cca cac atg tgt 48 

Gly Cys Cys Ser Asn Pro Pro Cys lie Ala Lys Asn Pro His Met Cys 

15 10 15 

ggt gga aga cge tga 63 
Gly Gly Arg Arg 
20 

<210> 151 
<211> 20 
<212> PRT 

<213> Conus textile 



60 

<400> 151 

Gly Cys Cys Ser Asn Pro Pro Cys lie Ala Lys Asn Pro His Met Cys 
15 10 15 

Gly Gly Arg Arg 
20 



<210> 152 
<211> 220 
<212> DNA 

<213> Conus consors 

<220> 

<221> CDS 

<222> (1) . . (189) 

<400> 152 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 48 

Met Phe Thr Val Phe Leu Leu Vai Val Leu Ala Thr Thr Val Val Ser 

15 10 15 

ttc cct tea gat cgt gca tct gat ggc agg aat gcc gca gee aac gac 96 
Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 



aaa geg tct gac gtg ate acg ctg gcc etc aag gga tge tgt tec aac 144 
Lys Ala Ser Asp Val lie Thr Leu Ala Leu Lys Gly Cys Cys Ser Asn 
35 40 45 

cct gtc tgt cac ttg gag cat tea aac ett tgt ggt aga aga ege 189 
Pro Val Cys His Leu Giu His Ser Asn Leu Cys Gly Arg Arg Arg 
50 55 60 

tgatgctcea ggaccctctg aaccacgaeg t 220 

<210> 153 
<211> 63 
<212> PRT 

<213> Conus consors 
<400> 153 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Phe Pro Ser Asp Arg Ala Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp 
20 25 30 

Lys Ala Ser Asp Val lie Thr Leu Ala Leu Lys Gly Cys Cys Ser Asn 
35 40 45 

Pro Val Cys His Leu Glu His Ser Asn Leu Cys Gly Arg Arg Arg 
50 55 60 



<210> 154 
<211> 15 
<212> PRT 

<213> Conus musicus 
<220> 

<221> PEPTIDE 
<222> (4 ) . . (12) 



61 



<223> Xaa at residues 4, 11 and 12 is Tyr, nor-Tyr, 
mono-halo-Tyr , di-halo-Tyr, 0-sulpho-Tyr , 
0-phospho-Tyr or nitro-Tyr. Xaa at residue 6 is 
Pro or hydroxy-Pro. 

<220> 

<221> PEPTIDE 
<222> (9) . . (15) 

<223> Xaa at residues 9, 10 and 15 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys ; Xaa at 
residue 14 is Trp (D or L) or halo-Trp. 

<400> 154 

Giy Cys Cys Xaa Asn Xaa Val Cys Xaa Xaa Xaa Xaa Cys Xaa Xaa 
15 10 15 



<210> 155 
<211> 16 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> PEPTIDE 
<222> (1) . . (3) 

<223> Xaa at residue 1 is Gin or pyro-Giu; Xaa at 

residue 2 is Glu or gamma-carboxy-Glu ; Xaa at 
residues 3 and 9 is Pro or hydroxy-Pro. 

<220> 

<221> PEPTIDE 
<222> (13) 

<223> Xaa at residue 13 is Lys, N-methyi-Lys , 
N, N-dimethyl-Lys or N, N, N-t rimethyi-Lys . 

<400> 155 

Xaa Xaa Xaa Gly Cys Cys Arg His Xaa Ala Cys Gly Xaa Asn Arg Cys 
15 10 15 



<210> 156 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> PEPTIDE 
<222> (5) . . (11) 

<223> Xaa at residues 5 and 11 is Pro or hydroxy-Pro. 
<400> 156 

Cys Cys Ala Asp Xaa Asp Cys Arg Phe Arg Xaa Gly Cys 
15 10 



<210> 157 
<211> 17 
<212> PRT 

<213> Conus musicus 
<220> 

<221> PEPTIDE 
<222> (4) . . (13) 

<223> Xaa at residues 4 and 13 is Tyr, nor-Tyr, 



• 
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mono-halo-Tyr, di-halo-Tyr, 0-sulpho-Tyr , 
O-phospho-Tyr or nitrp-Tyr; Xaa at residues 6 and 
10 is Pro or hydroxy-ffro. 



<220> 

<221> PEPTIDE 

<222> (9) . . (17) 

<223> Xaa at residues 9 and 1^ 
halo-Trp; Xaa at residue 
N-methyl-Lys , N, N-dimeth^ 
N, N, N-trimethyl-Lys . 



is Trp (D or L) or 
11 and 17 is Lys, 
'1-Lys or 



<400> 157 

Gly Cys Cys Xaa Asn Xaa Ser Cys \Xaa Xaa Xaa Thr Xaa Cys Ser Xaa 
1 5 \ 10 15 



Xaa 



<210> 158 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> PEPTIDE 
<222> (5) . . (8) 

<223> Xaa at residue 5 is Pro or hydr4xy-Pro; Xaa at 

residue 8 is Lys, N-methyl-Lys , ^"^^^^^hyl-Lys 
or N, N, N-trimethyl-Lys . 

<220> 

<221> PEPTIDE 
<222> (9) . . ( 11) 

<223> Xaa at residue 9 is Glu or gamma-c^rboxy-Glu; Xaa 
at residue 11 is Tyr, nor-Tyr, mona-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr, 0-phosph^-Tyr or 
nitro-Tyr . 

<400> 158 

Cys Cys Ser Asn Xaa Thr Cys Xaa Xaa Thr Xaa\ Gly Cys 
15 10 



<210> 159 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> PEPTIDE 
<222> (5) . . (11) 

<223> Xaa at residues 5 and 11 is Pro or hydroxy\Pro; 
Xaa at residue 8 is Lys, N-methyl-Lys, 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<400> 159 

Cys Cys Ala Asn Xaa lie Cys Xaa Asn Thr Xaa Gly Cys 
15 10 



<210> 160 
<211> 13 



<212> PRT 
<213> Conu5 



musicus 
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<220> 

<221> PEPTIDE^ 
<222> (5) . . (8)^ 

<223> Xaa at re^sidue 5 is Pro or hydroxy-Pro; Xaa at 

residue 8 Vs Lys, N-methyl-Lys, N, N-dimethyl-Lys 
or N, N, N- t:\Lmethyl-Lys . 



<220> 

<221> PEPTIDE 
<222> (9) . . (11) 
<223> Xaa at 

at residue 11 
0-sulpho-Tyr, 



l9 is Glu or gamma-carboxy-Glu ; Xaa 
1^? Tyr, mono-halo-Tyr , di-halo-Tyr, 
Dhospho-Tyr or nitro-Tyr. 



<400> 160 

Cys Cys Asn Asn Xaa Thr 
1 5 



Xaa Xaa Thr Xaa Giy Cys 
10 



<210> 161 
<211> 13 
<212> PRT 

<213> Conus musicus 
<220> 

<221> PEPTIDE 
<222> (5) . . (8) 

<223> Xaa at residue 5 is Pro or "hydroxy-Pro; Xaa at 

residue 8 is Lys, N-methyl-lAys , N, N-dimethyl-Lys 
or N, N, N-trimethyl-Lys , 

<220> 

<221> PEPTIDE 
<222> (9) . . ( 11) 

<223> Xaa at residue 9 is Glu or gammaVcarboxy-Glu; Xaa 
at residue 11 is Tyr, nor-Tyr, mdno-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , O-phosp^ho-Tyr or 
nitro-Tyr . 



<400> 161 

Cys Cys Ser Asn Xaa Val Cys Xaa Xaa Thr Xa^ 
15 10 



Gly Cys 



<210> 162 
<211> 17 
<212> PRT 

<213> Conus betulinus 



<220> 

<221> PEPTIDE 

<222> (6) . . (14) 

<223> Xaa at residue 6 is Tyr, nor-Tyr, mono-haio-T^ 
di-haio-Tyr, 0-sulpho-Tyr, O-phospho-Tyr or 
nitro-Tyr; Xaa at residues 7, 8 and 14 is Pro 
hydroxy-Pro . 

<220> 

<221> PEPTIDE 
<222> (15) 

<223> Xaa at residue 15 is Lys, N-methyi-Lys , 



• 



N, N-dim^thyl-Lys or N, N, N- trimethyl-Lys . 
<400> 162 

Gly Gly Cys CysXSer Xaa Xaa Xaa Cys lie Ala Ser Asn Xaa Xaa Cys 
1 \ 5 '10 15 

Gly 



<210> 163 
<211> 15 
<212> PRT 

<213> Conus lividus 
<220> 

<221> PEPTIDE 
<222> (6) . . {13} 
<223> Xaa at residues 

<400> 163 
Gly Cys Cys Ser His Xaa Vi 
1 5 



ind 13 is Pro or hydroxy-Pro. 



Cys Ser Ala Met Ser Xaa He Cys 
10 15 



<210> 164 
<211> 15 
<212> PRT 

<213> Conus musicus 



<220> 

<221> PEPTIDE 
<222> (4 ) . . (12) 
<223> Xaa at residues 4 and 12 is\Lys, N-methyl-Lys , 

N, N-dimethyl-Lys or N, N, N- 1 riimethyl-Lys / Xaa at 

residue 6 is Pro or hydroxy- E^ro . 

<220> 

<221> PEPTIDE 
<222> (7) . . (14) 
<223> Xaa at residues 7 and 14 is TyrA mono-halo-Tyr , 

di-halo-Tyr, 0-sulpho-Tyr , 0-pho^pho-Tyr or 

ni tro-Tyr . 



<400> 164 

Gly Cys Cys Xaa Asn Xaa Xaa Cys Gly Ala 
15 10 



3er Xaa Thr Xaa Cys 
15 



<210> 165 
<211> 15 
<212> PRT 

<213> Conus omaria 



<220> 

<221> PEPTIDE 
<222> (5) . . (13) 

<223> Xaa at residue 5 is Tyr, nor-Tyr, mono-Hfe io-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr \or 

nitro-Tyr; Xaa at residues 6, 7 and 13 is\ Pro or 
hydroxy-Pro. 

<400> 165 

Gly Cys Cys Ser Xaa Xaa Xaa Cys Phe Ala Thr Asn X4a Asp Cys 
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10 



15 



<210> 166 
<211> 17 
<212> PRT 
<213> Conus 



radiatus 



<220> 

<221> PEPTIDE^ 
<222> (6) . . {lA} 

<223> Xaa at r^idue 6 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-TW, O-sulpho-Tyr , 0-phospho-Tyr or 
nit ro-Tyr ;\ Xaa at residues 7, 8 and 14 is Pro or 
hydroxy-Prc 

<400> 166 

Gly Giy Cys Cys SeA Xaa Xaa Xaa Cys lie Ala Asn Asn Xaa Leu Cys 
1 5\ .10 15 

Ala 



<210> 167 
<211> 17 
<212> PRT 

<213> Conus radiatus 
<220> 

<221> PEPTIDE 

<222> { 6) . . (14 ) 

<223> Xaa at residue 6 is Tyr\ nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, 0-sulpho-TyV, 0-phospho-Tyr or 
nitro-Tyr; Xaa at residu^ 7, 8 and 14 is Pro or 
hydroxy-Pro . 



<400> 167 

Gly Gly Cys Cys Ser Xaa Xaa Xaa 
1 5 



lie Ala Asn Asn Xaa Phe Cys 
10 15 



Ala 



<210> 168 
<211> 16 
<212> PRT 
<213> Conus virgo 

<220> 

<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 6, 7 and 13 is Pro or hy^roxy-Pro. 



<400> 168 

Asp Cys Cys Ser Asn Xaa Xaa Cys Ser Gin Asn Asn 
15 10 



aa Asp Cys Met 
15 



<210> 169 

<211> 16 

<212> PRT 

<213> Conus virgo 
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<220> 

<221> PEPTIDE 
<222> (6) . \(13) 

<223> Xaa a\ residues 6, 7 and 13 is Pro or hydroxy-Pro, 



<400> 169 
Asp Cys Cys 
1 



sr Asn Xaa Xaa Cys Ala His Asn Asn Xaa Asp Cys Arg 
5 10 15 



<210> 170 
<211> 20 
<212> PRT 

<213> Conus acha€\inus 
<220> 

<221> PEPTIDE 
<222> (1) . . {14) 

<223> Xaa at residues 1, 11 and 14 is Glu or 

gamma-carboxy-piu; Xaa at residue 6 is Pro or 
hydroxy-Pro . 

<400> 170 

Xaa Cys Cys Thr Asn Xa^a Val Cys His Ala Xaa His Gin Xaa Leu Cys 
1 5 \ 10 15 

Ala Arg Arg Arg 
20 



<210> 171 

<211> 16 

<212> PRT 

<213> Conus achatinus 



<220> 

<221> PEPTIDE 
<222> (6) . . (10) 
<223> Xaa at residue 6 is Pro or ^hydroxy-Pro; 

residue 10 is Glu or gamma-carboxy-Glu . 



Xaa at 



<400> 171 \ 

Gly Cys Cys Ser Asn Xaa Val Cys His Leu Xaa His Ser Asn Leu Cys 

15 



<210> 172 
<211> 20 
<212> PRT 

<213> Conus achatinus 
<220> 

<221> PEPTIDE 
<222> (1) . . (14) 

<223> Xaa at residues 1, 11 and 14 is Glu or 

gamma-carboxy-Giu; Xaa at residue 6 is Prb or 
hydroxy-Pro . 

<400> 172 

Xaa Cys Cys Thr Asn Xaa Val Cys His Val Xaa His Gin Xaa Leu Cys 
1 5 10 \ 15 



Ala Arg Arg Arg 
20 
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<210> K?3 
<211> 1 
<212> PR 

<213> Con\is ammiralis 



<220> 

<221> PEPTI 

<222> (1) . . 

<223> Xaa at 

residues' 
at resid 
di-halo-T 
nit ro-Tyr 



;idue 1 . is Gin or pyro-Glu; Xaa at 

and 15 is Glu or gamma-carboxy-Glu; Xaa 
6 is Tyr, nor-Tyr, mono-halo-Tyr , 
O-sulpho-Tyr , 0-phospho-Tyr or 



111 



rii 



Cys Giy 




<220> 

<221> PEPTIDE 
<222> (7) . . (14) 

<223> Xaa at residu^\7 and 14 is Pro or hydroxy-Pro. 
<400> 173 \^ 

Xaa Xaa Cys Cys Ser Xaa\Xaa Ala Cys Asn Leu Asp His Xaa Xaa Leu 
1 5 \ 10 15 

Cys 



<210> 174 
<211> 18 
<212> PRT 

<213> Conus ammiralis 
<220> 

<221> PEPTIDE 
<222> (1) . . (15) 

<223> Xaa at residues 1, 7 and 14 is\ Pro or hydroxy-Pro; 
Xaa at residues 2 and 15 is Gluv or 
gamma-carboxy-Glu . 

<400> 174 

Xaa Xaa Cys Cys Ser Asp Xaa Arg Cys Asn Ser Thr His Xaa Xaa Leu 
1 5 10 \ 15 



<210> 175 \ 
<211> 21 \ 
<212> PRT \ 

<213> Conus arenatus \ 

<220> \ 
<221> PEPTIDE \ 
<222> (7) . . (12) \ 
<223> Xaa at residues 7 and 8 is Pro or - hydroxy-Pro ; Xaa 
at residue 10 is Trp (D or L) or halo-Trp; Xaa a^ 
residues 11 and 12 is Lys, N-methyl-Lys , \ 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<220> 

<221> PEPTIDE 
<222> (13) . . (19) 



• 



<223> Xaa at Vesidue 13 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Vyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-TyA / Xaa at residue 19 is Glu or 
gamma- car l^xy-Glu , 

<400> 175 

Leu Asn Cys Cys Me^Ile Xaa Xaa Cys Xaa Xaa Xaa Xaa Gly Asp Arg 
1 5\ 10 15 
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Cys Ser Xaa Val Arg 
20 



<210> 176 
<211> 22 
<212> PRT 

<213> Conus arenatus 
<220> 

<221> PEPTIDE 
<222> (9) . . (20) 

<223> Xaa at residue 9 is Pro or hydroxy-Pro; Xaa at 
residues 12 and 20 is GluXor gamma-carboxy-Giu ; 
Xaa at residue 14 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, O-sulpho-Tyr , *p-phospho-Tyr or 
nit ro-Tyr . 



<400> 176 

Ala Phe Gly Cys Cys Asp Leu lie Xaa ^"^Cys Leu Xaa Arg Xaa Gly Asn 
1 5 \lO 15 

Arg Cys Asn Xaa Val His 
20 



<210> 177 
<211> 21 
<212> PRT 

<213> Conus arenatus 
<220> 

<221> PEPTIDE 

<222> (8) . . (16) 

<223> Xaa at residue 8 is Pro or hydroxy-Pro; Xaa at 
residue 10 is Trp (D or L) or halo-Trp; Xaa at 
residues 12 and 16 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 

<220> 

<221> PEPTIDE 
<222> (11) . . (19) 

<223> Xaa at residues 11 and 19 is Glu or 

gamma-carboxy-Glu; Xaa at residue 13 is Tyr, 
mono-halo-Tyr, di-halo-Tyr, 0-sulpho-Tyr, 
O-phospho-Tyr or nitro-Tyr. 



<400> 177 

Leu Gly Cys Cys Asn Val Thr Xaa Cys Xaa Xaa Xaa Xaa Gly Abp Xaa 
15 10 A: 



Cys Asn Xaa Val Arg 
20 
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<2\0> 178 
<2l\> 20 
<212\ PRT 

<213>\conus arenatus 
<220> 

<221> PE^IDE 
<222> (2) N. (14 ) 
<223> Xaa a^: residue 2 is Glu or gamma-carboxy-Glu; Xaa 
at res^tdues 7 and 14 is Pro or hydroxy-Pro. 



<400> 178 
Asp Xaa Cys Cys 
1 



Ser Asn Xaa Ala Cys Arg Vai Asn Asn Xaa His Val 
5 10 15 



Cys Arg Arg Arg 
20 



<210> 179 
<211> 21 
<212> PRT 

<213> Conus arenatus 



<220> 

<221> PEPTIDE 
<222> (7) . . (12) 

<223> Xaa at residue 7 is Pro 
residue 10 is Trp (D o 
residue 12 is Glu or ga^ 



or hydroxy-Pro; Xaa at 
L) or halo-Trp; Xaa at 
a-carboxy-Glu . 




<220> 

<221> PEPTIDE 
<222> (13) . . (19) 
<223> Xaa at residue 13 is Tyr, nou:-Tyr, mono-halo-Tyr , 

di-halo-Tyr, 0-sulpho-Tyr , o\phospho-Tyr or 

nitro-Tyr; Xaa at residues 14\and 19 is Lys, 

N-methyl-Lys , N, N-dimethyl-Lys\or 

N, N, N-trimethyl-Lys . 



<400> 179 

Leu Asn Cys Cys Ser lie Xaa Gly Cys Xaa' 
15 10 



^sn Xaa Xaa Xaa Asp Arg 
15 



Cys Ser Xaa Vai Arg 
20 



<210> 180 
<211> 18 
<212> PRT 

<213> Conus aurisiacus 
<220> 

<221> PEPTIDE 

<222> (7) . . (14) 

<223> Xaa at residues 7 and 14 is Pro or hydroxy-Pro;\ 
Xaa at residue 10 is Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr, 0-phospho-Tyr or 
nitro-Tyr . 



<400> 180 

Gly Gly Cys Cys Ser His Xaa Val Cys Xaa Phe Asn Asn Xaa Gln\Met 
15 10 15 
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Cys Mrg 



<210> li 
<211> 18^ 
<212> PRT^ 

<213> Conu\ aurisiacus 
<220> 

<221> PEPTIDE 
<222> (7) . . (14) 

<223> Xaa at residues 7 and 14 is Pro or hydroxy-Pro. 
<400> 181 

Gly Gly Cys Cys Ser His Xaa Val Cys Asn Leu Asn Asn Xaa Gin Met 
1 \5 10 15 

Cys Arg 



<210> 182 
<211> 17 
<212> PRT 

<213> Conus bandanus 



<220> 

<221> PEPTIDE 
<222> (6) . . (15) 

<223> Xaa at residues 6 and 7 
at residues 9 and 15 is 
di-halo-Tyr, O-sulpho-Tyr ; 
nitro-Tyr . 



Pro or hydroxy-Pro; Xaa 
r, mono-halo-Tyr , 
0-phospho-Tyr or 



<400> 182 

Gly Cys Cys Ser His Xaa Xaa Cys XaaXAla Asn Asn Gin Ala Xaa Cys 
1 5 \lO 15 



Asn 



<210> 183 
<211> 17 
<212> PRT 

<213> Conus betulinus 
<220> 

<221> PEPTIDE 
<222> (7) . . (15) 

<223> Xaa at residues 7 and 14 is Pro and hydroxy-] 
Xaa at residue 15 is Glu or gamma -carboxy-Glu^ 

<400> 183 

Gly Gly Cys Cys Ser His Xaa Ala Cys Ser Val Thr His Xa\ Xaa Leu 
1 5 10 \ 15 



Cys 



<210> 184 
<211> 18 



71 



<212> 

<213> Coi\us betulinus 
<220> 

<221> PEPTIDE 
<222> (6) . . {Nl2) 

<223> Xaa at Vesidue 6 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-haloVryr, O-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Ty\; Xaa at residue 7 is Pro and 
hydroxy-Pro; Xaa at residue 12 is Glu or 



gamma-caraoxy-Glu . 



<400> 184 \ 

Gly Gly Cys Cys Ser Xaa Xaa Ala Cys Ser Val Xaa His Gin Asp Leu 



10 



15 



\ 



SI 

in 



1: = ^ 



Cys Asp 



<210> 185 

<211> 25 \ 
<212> PRT 

<213> Conus caracteristicus^ 

<220> \ 
<221> PEPTIDE \ 
<222> (8) . . (22) \ 

<223> Xaa at residues 8 and 22\ is Pro or hydroxy-Pro; 

Xaa at residue 10 is Trp\(D or L) or halo-Trp; Xaa 
at residue 13 is Tyr, norXTyr, mono-halo-Tyr, 
di-halo-Tyr, O-sulpho-Tyr, \o-phospho-Tyr or 
nitro-Tyr . 

<220> 

<221> PEPTIDE 
<222> (15) . . (19) 

<223> Xaa at residues 15, 16 and 19 is\ Glu or 
gamma -carboxy- Glu . 



<400> 185 

Val Ser Cys Cys Val Val Arg Xaa Cys Xaa l\e Arg Xaa Gin Xaa Xaa 
1 5 10 \ 15 

Cys Leu Xaa Ala Asp Xaa Arg Thr Leu 
20 25 



<210> 186 
<211> 21 
<212> PRT 

<213> Conus caracteristicus 



<220> 

<221> PEPTIDE 
<222> { 1) . . (19) 

<223> Xaa at residue 1 is Gin or pyro-Glu; Xaa at 

residue 7 is Pro or hydroxy-Pro; Xaa at residue 
is Trp (D or L) or halo-Trp; Xaa at residues 11 
and 19 is Glu or gamma-carboxy-Glu . 



<220> 
<221> 
<222> 



PEPTIDE 
(12) . . (16) 
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<223> Xaa at residues 12 and 16 is Lys, N-methyl-Lys , 
N, N-dimet\yl-Lys or N, N, N-trimethyl-Lys ; Xaa at 
residue 13\is Tyr, mono-halo-Tyr , di-halo-Tyr, 
0-sulpho-Ty^, 0-phospho-Tyr or nitro-Tyr. 

<400> 186 

Xaa Asn Cys Cys SerXlle Xaa Gly Cys Xaa Xaa Xaa Xaa Gly Asp Xaa 
1 5\ 10 15 

Cys Ser Xaa Val Arg 
20 



<210> 187 

<211> 16 

<212> PRT 

<213> Conus catus 



<220> 

<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 6 and 
Xaa at residue 11 is 



.3 is Pro or hydroxy-Pro; 
or gamma-carboxy-Glu . 



<400> 187 
Gly Cys Cys Ser Asn Xaa Val Cy^ 
1 5 



His Leu Xaa His Xaa Asn Ala Cys 
10 15 



<210> 188 
<211> 17 
<212> PRT 
<213> Conus catus 

<220> 

<221> PEPTIDE 

<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro br hydroxy-Pro; 

Xaa at residue 9 is Tyr, nor-Tyr\ mono-halo-Tyr , 
di-haio-Tyr, O-sulpho-Tyr , 0-phosp(ho-Tyr or 
nitro-Tyr . 



<400> 188 

Gly Cys Cys Ser Asn Xaa lie Cys Xaa Phe As^ 
15 10 



Asn Xaa Arg lie Cys 
15 



Arg 



<210> 189 
<211> 17 
<212> PRT 

<213> Conus episcopatus 
<220> 

<221> PEPTIDE 
<222> (1) . . (14 ) 

<223> Xaa at residues 1 and 14 is Glu or 

gamma-carboxy-Glu; Xaa at residues 6, 7 and 13 iS; 
Pro or hydroxy-Pro; Xaa at residue 10 is Trp (D 
L) or halo-Trp. 



<220> 
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<221> PEPTIDE 
<222> (11) 

<223> Xaa advresidue 11 is Lys, N-methyl-Lys , 
N, N-diiT^thyl-Lys or N, N, N-trimethyl-Lys , 

<4Q0> 189 

Xaa Cys Cys Ser ^In Xaa Xaa Cys Arg Xaa Xaa His Xaa Xaa Leu Cys 
1 \5 10 15 

Ser 



<210> 190 
<211> 16 
<212> PRT 

<213> Conus geographus 
<220> 

<221> PEPTIDE 
<222> (6) 

<223> Xaa at residue 6 is Prc^ or hydroxy-Pro. 
<400> 190 

Gly Cys Cys Ser His Xaa Ala Cys\Ala Gly Asn Asn Gin His lie Cys 
1 5 \ 10 15 



<210> 191 
<211> 18 
<212> PRT 

<213> Conus geographus 



<220> 

<221> PEPTIDE 

<222> (6) . . (13) 

<223> Xaa at residues 



6 and 13 is Pro or hyVroxy-Pro . 



<400> 191 

Gly Cys Cys Ala Val Xaa Ser Cys Arg Leu Arg hi 
15 10 



Xaa Asp Leu Cys 
15 



Gly Gly 



<210> 192 
<211> 16 
<212> PRT 

<213> Conus imperialis 
<220> 

<221> NP_BIND 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro or hydroxy-Pro. 
<400> 192 

Gly Cys Cys Ser His Xaa Ala Cys Asn Val Asn Asn Xaa His Ile^ 
15 10 15 



<210> 193 
<211> 20 
<212> PRT 



• 
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<213> Conus \lividus 



<220> 

<221> PEPTIDEX 
<222> (2) . . (1^) 

<223> Xaa at r>Bsidues 2, 7, 9 and 10 is Pro or 

hydroxy-Hro; Xaa at residues 3 and 4 is Glu or 
gamma -carl^oxy-Glu . 

<400> 193 

Thr Xaa Xaa Xaa Qys Cys Xaa Asn Xaa Xaa Cys Phe Ala Thr Asn Ser 
1 \5 10 15 

Asp lie Cys Gly 
20 



<210> 194 
<211> 17 
<212> PRT 

<213> Conus lividus 
<220> 

<221> PEPTIDE 
<222> (7) . . (12) 

<223> Xaa at residue 7 is ^Pro or hydroxy-Pro; Xaa at 

residue 12 is Lys , N-,methyl-Lys , N, N-dimethyl-Lys 
or N, N, N-trimethyl-Lys . 

<400> 194 

Asp Ala Cys Cys Ser Asp Xaa A^g Cys Ser Gly Xaa His Gin Asp Leu 
1 5 \ 10 15 



Cys 



<210> 195 \ 
<211> 17 \ 
<212> PRT \ 
<213> Conus lividus \ 

<220> \ 
<221> PEPTIDE \ 
<222> (1) . . (7) \ 

<223> Xaa at residue 1 is Glu or gamma-caVboxy-Glu; Xaa 

at residue 7 is Pro or hydroxy-Pro . V 

<400> 195 \ 

Xaa Asp Cys Cys Ser Asp Xaa Arg Cys Ser Val\Gly His Gin Asp Leu 
1 5 10 \ 15 

Cys \ 



<210> 196 
<211> 16 
<212> PRT 

<213> Conus lividus 
<220> 

<221> PEPTIDE 
<222> (6) 
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<223> Xaa at residue 6 is Pro or hydroxy-Pro . 
<400> 196 

Gly Cys Cys Ser\His Xaa Ala Cys Ala Gly Ser Asn Ala His lie Cys 
1 \ 5 -10 15 



<210> 197 
<211> 17 
<212> PRT 

<213> Conus lividuS 
<220> 

<221> PEPTIDE 
<222> (1) . . (7) 

<223> Xaa at residue VL is Glu or gamma-carboxy-Glu ; Xaa 
at residue 7 is\Pro or hydroxy-Pro. 

<'400> 197 

Xaa Asp Cys Cys Ser AsA Xaa Arg Cys Ser Val Gly His Gin Asp Met 
1 5 \ 10 15 

Cys 



<210> 198 
<211> 16 
<212> PRT 

<213> Conus lividus 
<220> 

<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 6 and 13 \s Pro or hydroxy-Pro. 



<400> 198 

Gly Cys Cys Ser His Xaa Ala Cys 
1 5 



Gly Asn Asn Xaa His lie Cys 
10 15 



<210> 199 
<211> 17 
<212> PRT 

<213> Conus lividus 
<220> 

<221> PEPTIDE 
<222> (6) . . (14) 

<223> Xaa at residues 6 and 13 is Pro o^ hydroxy-Pro; 
Xaa at residue 14 is Tyr, mono-halb-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospf^o-Tyr or 
ni t ro-Tyr . 



<400> 199 

Gly Cys Cys Gly Asn Xaa Ser Cys Ser lie Hi* 
15 10 



lie Xaa Xaa Val Cys 
15 



Asn 



<210> 200 
<211> 21 



• 
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<212> ^RT 

<213> Cipnus iividus 
<220> 

<221> PEPYiDE 
<222> (4 ) A (5) 

<223> Xaa residues 4 and 5 is Glu or 
gamina\carboxy-Glu . 



til 
III 



<220> 
<221> 
<222> 




<400> 200 
Thr Asp Ser 
1 



a Xaa Cys Cys Leu Asp Ser Arg Cys Ala Gly Gin His 
5 10 15 



Gin Asp Leu Cys\Giy 
20 



<210> 201 
<211> 17 
<212> PRT 

<213> Conus marmoreus 



PEPTIDE 
(6) . . (15) 



Xaa 



ry 



<223> Xaa at residues 6 and 7 is Pro or hydroxy-Pro; 
at residues 9 and\l5 is Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr. \ 

<400> 201 \ 

Gly Cys Cys Ser Asn Xaa Xaa\ Cys Xaa Ala Asn Asn Gin Ala Xaa Cys 
1 5 \ 10 15 

Asn 



<210> 202 
<211> 16 
<212> PRT 

<213> Conus marmoreus 



<220> 

<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 6 and 13 is Pro 



)r hydroxy-Pro. 



<400> 202 

Gly Cys Cys Ser His Xaa Ala Cys Ser Val ^Asn Asn Xaa Asp lie Cys 
1 5 10 \ 15 



<210> 203 
<211> 18 
<212> PRT 

<213> Conus musicus 



<220> 

<221> PEPTIDE 
<222> (2) . . (15) 
<223> Xaa at residues 2 and 12 is Lys, N-methyl\Lys , 

N, N-dimethyl-Lys or N, N, N- trimethyl-Lys ; x\a at 

residue 14 is Pro or hydroxy-Pro. 



77 



<220> 

<221> PEPTIDE 
<222> (16) 

<223> Xaa aA residue 16 is Tyr, mono-halo-Tyr , 

di-hal\-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-TVr , 

<400> 203 

Gly Xaa Cys CysXile Asn Asp Ala Cys Arg Ser Xaa His Xaa Gin Xaa 
1X5 10 15 

Cys Ser 



<210> 204 

<211> 17 

<212> PRT 

<213> Conus musicus 



<220> 
<221> 
<222> 



PEPTIDE 
(4) . . (15) 



<223> Xaa at residues 4 and 15 is Tyr, nor-Tyr, 

mono-halo-Tyr , di-halo-Tyr, 0-sulpho-Tyr, 

0-phospho-Tyr or nitVo-Tyr; Xaa at residue 13 is 
Pro or hydroxy-Pro. \ 

<400> 204 \ 

Gly Cys Cys Xaa Asn lie Ala Cys Arg lie Asn Asn Xaa Arg Xaa Cys 
1 5 \ 10 15 



Arg 



<210> 205 \ 

<211> 17 \ 

<212> PRT \ 

<213> Conus obscurus \ 

<220> \ 

<221> PEPTIDE \ 

<222> (6) . . (15) \ 

<223> Xaa at residues 6 and 13 is Pro or ^hydroxy-Pro ; 

Xaa at residues 12 and 15 is Tyr, nox-Tyr, 

mono-halo-Tyr , di-halo-Tyr, 0-sulpho\Tyr , 

0-phospho-Tyr or nitro-Tyr. \ 

<220> \ 
<221> PEPTIDE \ 
<222> (14) \ 
<223> Xaa at residue 14 is Lys, N-methyl-Lys , \ 
N, N-dimethyl-Lys or N , N, N-t rimethyl-Lys . \ 

<400> 205 \ 
Gly Cys Cys Ser His Xaa Val Cys Arg Phe Asn Xaa Xaa Xaa Xaa Cys 
1 5 10 \ 15 

Gly \ 

\ 



<210> 206 



4 




obscurus 
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<211> 
<212' 
<213> 

<220> 

<221> PEPTI 
<222> 

<223> Xaa at ^ds^due 2 is Glu or gamma-carboxy-Glu ; Xaa 

at residuB^. 7, 8 and 14 is Pro or hydroxy-Pro; Xaa 

at residua 15 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr , \o-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr 

<400> 206 

Asp Xaa Cys Cys Ala Ser Xaa Xaa Cys Arg Leu Asn Asn Xaa Xaa Val 
1 5 \ 10 15 




Cys His 



<210> 207 
<211> 19 
<212> PRT 

<213> Conus obscurus 
<220> 

<221> PEPTIDE 
<222> (6) . . (18) 
<223> Xaa at residue 6 is Pro oV hydroxy-Pro; Xaa at 
residue 9 is Trp (D or L) \or halo-Trp; Xaa at 
residues 14 and 18 is Glu or gamma-carboxy-Glu. 




<220> 

<221> PEPTIDE 
<222> (15) 

<223> Xaa at residue 15 is Tyr, nor-^Tyr, mono-halo-Tyr, 
di-halo-Tyr, O-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr . 

<400> 207 

Gly Cys Cys Ser Asn Xaa Val Cys Xaa Gln\ Asn Asn Ala Xaa Xaa Cys 
1 5 10\ 15 



Arg Xaa Ser 



<210> 208 \ 
<211> 16 \ 
<212> PRT \ 

<213> Conus obscurus \ 

<220> \ 
<221> PEPTIDE \ 
<222> (6) . . (15) \ 

<223> Xaa at residues 6 and 7 is Pro or hydroxy-&ro; Xaa 

at residue 15 is Tyr, nor-Tyr, mono-halo-Tyr, 
di-halo-Tyr, O-suipho-Tyr , O-phospho-Tyr or \ 
nitro-Tyr . \ 



<400> 208 N 
Gly Cys Cys Ser His Xaa Xaa Cys Ala Gin Asn Asn Gin A, 
15 10 



Xaa Cys 
15 
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<210 
<211> 
<212> 
<213> 




us obscurus 



<220> 

<221> PEPTiDE 
<222> (6) . .\l5) 

<223> Xaa at\ residue 6 is Pro or hydroxy-Pro; Xaa at 
residues 14 and 18 is Glu or gamma-carboxy-Glu; 
Xaa at iresidue 15 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-haio-^yr, 0-sulpho-Tyr , O-phospho-Tyr or 
nit ro-Tyi 



<400> 209 
Gly Cys Cys Ser 
1 

Arg Xaa Ser 



lS Xaa Ala Cys Ser Gly Asn Asn Arg Xaa Xaa Cys 
^5 10 15 




<210> 210 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> PEPTIDE 
<222> (2) . . (15) 
<223> Xaa at residues 2, 7\and 14 is Pro or hydroxy-Pro; 
Xaa at residue 6 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, O-sulphoAryr , O-phospho-Tyr or 
nitro-Tyr; Xaa at resid^ue 15 is Glu or 
gamma-carboxy-Glu 



<400> 210 
Asp Xaa Cys Cys Ser Xaa Xaa Asp 
1 5 



:ys Gly Ala Asn His Xaa Xaa lie 
10 15 



Cys Gly 



<210> 211 
<211> 17 
<212> PRT 

<213> Conus omaria 



<220> 

<221> PEPTIDE 
<222> (1) . . (14) 

<223> Xaa at residues 1 and 14 is Glu or 

gamma-carboxy-Glu; Xaa at residues 6, 
Pro or hydroxy-Pro; Xaa at residue 10 
L) or haio-Trp. 



and 13 is 
Trp (D or 



<220> 

<221> PEPTIDE 
<222> (11) 

<223> Xaa at residue 11 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys , 
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<400> 211 
Xaa Cys Cys 
1 



^er Gin Xaa Xaa Cys Arg Xaa Xaa His Xaa Xaa Leu Cys 
5 10 15 



Ser 



<210> 212 
<211> 16 
<212> PRT 

<213> Conus omaria 

<220> 
<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 



and 13 is Pro or hydroxy-Pro. 



<400> 212 

Gly Cys Cys Ser His Xaa Ala Cys Ala Gly Asn Asn Xaa His lie Cys 
1 5 \ 10 15 



<210> 213 
<211> 16 
<212> PRT 

<213> Conus omaria 
<220> 

<221> PEPTIDE 
<222> (6) . . (15) 

<223> Xaa at residues 6 and 13 i^s Pro or hydroxy-Pro; 

Xaa at residue 15 is Tyr, rior-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , y-phospho-Tyr or 
nitro-Tyr . 

<400> 213 

Gly Cys Cys Ser Asp Xaa Ser Cys AsnWal Asn Asn Xaa Asp Xaa Cys 
1 5 \ 10 15 



<210> 214 
<211> 18 
<212> PRT 

<213> Conus omaria 
<220> 

<221> PEPTIDE 
<222> (1) . . (7) 

<223> Xaa at residues 1 and 2 is Glu or 

gamma-carboxy-Glu; Xaa at residue 7 \is Pro or 
hydroxy-Pro . 

<400> 214 

Xaa Xaa Cys Cys Ser Asp Xaa Arg Cys Ser Val\Gly His Gin Asp Met 
1 5 10 \ 15 



Cys Arg 



<210> 215 
<211> 17 
<212> PRT 



81 



<213> Conus F\urpurascens 
<220> 

<221> PEPTIDE 
<222> (7) . . (15)\ 
<223> Xaa at reBidue 7 is Pro or hydroxy-Pro; Xaa at 
residue 1°^ is Glu or gamma-carboxy-Glu . 



<400> 215 

Gly Gly Cys Cys S.er Asn Xaa Ala Cys Leu Val Asn His Leu Xaa Met 
1 \5 10 15 



Cys 



\ 



<210> 216 
<211> 18 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> PEPTIDE , 
<222> (3) . . (15) 

<223> Xaa at residues 3, 8 and 15 is Pro or hydroxy-Pro. 
<400> 216 \ 

Arg Asp Xaa Cys Cys Phe Asn Xaa Ala Cys Asn Val Asn Asn Xaa Gin 
1 5 \ 10 15 

lie Cys 

'\ 

<210> 217 A 
<211> 21 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> PEPTIDE 
<222> (5) . . (8) 

<223> Xaa at residue 5 is Pro or \hydroxy-Pro ; Xaa at 
residue 8 is Trp (D or L) or halo-Trp. 

<400> 217 

Cys Cys Ser Asp Xaa Ser Cys Xaa Arg\ Leu His Ser Leu Ala Cys Thr 
1 5 \ 10 15 

Gly lie Val Asn Arg 
20 



<210> 218 
<211> 16 
<212> PRT 

<213> Conus purpurascens 
<220> 

<221> PEPTIDE 
<222> (5) 

<223> Xaa at residue 5 is Pro or hydroxy-Pr^. 
<400> 218 
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Cys Cys Thr Asn XaalAla Cys Leu Val Asn Asn lie Arg Phe Cys Gly 
1 5\ 10 15 



<210> 219 
<211> 18 
<212> PRT 

<213> Conus regius 



<220> 

<221> PEPTIDE 
<222> (2} . . (7) 

<223> Xaa at residue 2 \is Glu or gamma-carboxy-Glu ; Xaa 
at residue 7 is pVo or hydroxy-Pro. 

<400> 219 ^ 
Asp Xaa Cys Cys Ser Asp Xaa Arg Cys His Gly Asn Asn Arg Asp His 
1 5 \ 10 15 



Cys Ala 



<210> 220 
<211> 17 
<212> PRT 

<213> Conus regius 
<220> 

<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 6 and 13\is Pro or hydroxy-Pro, 



<400> 220 
Asp Cys Cys Ser His Xaa Leu Cys 
1 5 



Vrg Leu Phe Val Xaa Gly Leu Cys 
10 15 



He 



<210> 221 
<211> 17 
<212> PRT 

<213> Conus regius 
<220> 

<221> PEPTIDE 
<222> (6) . . (13) 

<223> Xaa at residues 6 and 13 is Pro o)c hydroxy-Pro; 
Xaa at residue 9 is Lys , N-methylALys , 
N, N-dimethyl-Lys or N, N , N-t rimeth^^-Lys , 

<220> 

<221> PEPTIDE 
<222> (12) 

<223> Xaa at residue 12 is Tyr, nor-Tyr, n\ono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , O-phosphoyTyr or 
nitro-Tyr . 



<400> 221 \ 

Gly Cys Cys Ser His Xaa Val Cys Xaa Val Arg Vxaa Xaa Asp Leu Cys 
1 5 10 \ 15 



4 
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i 

SI 



<21\> 222 
<21lS? 16 
<212>\PRT 

<213> (Sonus regius 



<220> 
<221> 
<222> (6) 
<223> Xaa 



^IDE 
(13) 

residues 6 and 13 is Pro or hydroxy-Pro. 



<400> 222 
Gly Cys Cys 
1 



His Xaa Ala Cys Asn Val Asn Asn Xaa His lie Cys 
5 10 15 




<210> 223 
<211> 16 
<212> PRT 

<213> Conus regius 
<220> 

<221> PEPTIDE 

<222> (6) . . (12) 

<223> Xaa at residue 6 iNs Pro or hydroxy-Pro; Xaa at 
residue 12 is Tyr, Vor-Tyr, nor-Tyr, 
mono-halo-Tyr , di-hasJ.o-Tyr , 0-sulpho-Tyr , 
0-phospho-Tyr or nit 

<220> 

<221> PEPTIDE 
<222> (9) 

<223> Xaa at residue 9 is Lys, l^methyi-Lys , 

N, N-dimethyl-Lys or N, N, N-Of imethyl-Lys . 



<400> 223 
Gly Cys Cys Ser His Xaa Val Cys Xaa 
1 5 



ai Arg Xaa Ser Asp Met Cys 
0 15 



<210> 224 
<211> 17 
<212> PRT 

<213> Conus stercusmuscarum 
<22G> 

<221> PEPTIDE 

<222> (7) . . (14) 

<223> Xaa at residues 7 and 14 is Pro or hydrox^j 
Xaa at residue 10 is Lys, N-methyl-Lys , 
N, N-dimethyl-Lys or N, N, N-trimethyl-Lys . 



Pro; 



<400> 224 

Gly Gly Cys Cys Ser His Xaa Ala Cys Xaa Val His Phe 
15 10 



His Ser 
15 



<210> 225 
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<2sll> 20 
<23S2> PRT 

<213c> Conus stercusmuscarum 



<220> 
<221> PEPTIDE 
<222> (ev) . . (14) 

<223> Xa^at residues 6 and 13 is Pro or hydroxy-Pro; 
XaaNat residue 14 is Glu or gamma-carboxy-Glu . 

<400> 225 \ 

Val Cys Cys ^Ser Asn Xaa Vai Cys His Vai Asp His Xaa Xaa Leu Cys 
1^5 10 15 

Arg Arg Arg Arg 
20 

\ 

<210> 226 \ 
<211> 17 \ 
<212> PRT \ 
<213> Conus striatus 

<220> \ 
<221> PEPTIDE \ 
<222> (6) . . (13) \ 

<223> Xaa at residues ^6 and 13 is Pro or hydroxy-Pro. 
<400> 226 \ 

Gly Cys Cys Ser His Xaa Val Cys Asn Leu Ser Asn Xaa Gin lie Cys 
1 5 \ 10 15 



Arg 



\ 



<210> 227 \ 
<211> 18 \, 
<212> PRT 

<213> Conus textile 

\\ 
\, 

<220> V 
<221> PEPTIDE 



<222> (1) . . (15) \ 

<223> Xaa at residue 1 is Gin or pyrp-Glu; Xaa at 

residues 2 and 15 is Glu or gamma-carboxy-Glu; Xaa 
at residues 7 and 14 is Pro or hydroxy-Pro. 

<400> 227 ^ 

Xaa Xaa Cys Cys Ser His Xaa Ala Cys Asn\val Asp His Xaa Xaa lie 
1 5 10 \ 15 

V 

Cys Arg \ 



<210> 228 
<211> 17 
<212> PRT 

<213> Conus tulipa 
<220> 

<221> PEPTIDE 
<222> (6) 
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<223> Xaa' at residue 6 is Pro or hydroxy-Pro. 



<400> 228 
Gly Cys Cys 
1 



Asn Xaa Ala Cys Leu Val Asn His He Arg Phe Cys 
5 ■ 10 15 



Gly 



<210> 229 
<211> 17 
<212> PRT 
<213> Conus Virgo 

<220> 

<221> PEPTIDE 
<222> (6) . . (13) 
<223> Xaa at residues 



and 13 is Pro or hydroxy-Pro. 



<400> 229 

Asp Cys Cys Asp Asp Xaa A\La Cys Thr Val Asn Asn Xaa Gly Leu Cys 
1 5 \ 10 15 



Thr 



<210> 230 
<211> 20 
<212> PRT 

<213> Conus textile 
<220> 

<221> PEPTIDE 
<222> (6) . . (13) 

<223> Xaa at residues 6, 7 and 13 is P\o or hydroxy-Pro; 
Xaa at residue 11 is Lys , N-methyU-Lys , 
N, N-dimethyl-Lys or N , N , N- 1 r imethyO--Lys . 



<400> 230 

Gly Cys Cys Ser Asn Xaa Xaa Cys He Ala XaN^ 
15 10 



Asn Xaa His Met Cys 
15 



Gly Gly Arg Arg 
20 



<210> 231 
<211> 18 
<212> PRT 

<213> Conus geographus 



<220> 

<221> PEPTIDE 
<222> (5) . . (9) 

<223> Xaa at residue 5 is Pro or hydroxy-Pro; Xaa 
residue 8 is Tyr, nor-Tyr, mono-halo-Tyr , 
di-halo-Tyr, 0-sulpho-Tyr , 0-phospho-Tyr or 
nitro-Tyr; Xaa at residue 9 is Glu or 
gamma-carboxy-Glu . 



<220> 

<221> PEPTIDE 
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<222> (10) . . (IW) 

<223> Xaa at residues 10, 11, 12 and 14 is Lys, 
N-methyl-V,ys, N, N-dimethyl-Lys or 
N, N, N-trimethyl-Lys . 



<400> 231 
Cys Cys Thr lie 
1 



XaV Ser Cys Xaa Xaa Xaa Xaa Xaa lie Xaa Ala Cys 

10 15 



Val Phe 



<210> 232 
<211> 18 
<212> PRT 

<213> Conus regius 



<220> 

<221> PEPTIDE 

<222> (6) . . (16) 

<223> Xaa at residues 6 anVi 16 is Pro or hydroxy' 
Xaa at residue 13 isvLys, N-methyl-Lys , 
N , N-dimethyl-Lys or n\ N, N-trimethyl-Lys . 



Pro; 



<400> 232 

Gly Cys Cys Gly Asn Xaa Ala cVs Ser Giy Ser Ser Xaa Asp Ala Xaa 
1 5 \ 10 . 15 



Ser Cys 



<210> 233 
<211> 108 
<212> DNA 

<213> Conus imperialis 



<220> 
<221> CDS 
<222> (1) . 



(105) 



<400> 233 

tct gat gga aag agt gcc gcg gcc aaa gcc aaaVccg tct cac ctg acg 
Ser Asp Gly Lys Ser Ala Ala Ala Lys Ala Lys Vro Ser His Leu Thr 
1 5 10 \ 15 



48 



get cca ttc ate agg gac gaa tgc tgt tec gat tc 
Ala Pro Phe lie Arg Asp Glu Cys Cys Ser Asp 
20 25 



egc tgt gge aag 
Arg Cys Giy Lys 
30 



96 



aac tgt ctt tga 
Asn Cys Leu 
35 



108 



<210> 234 
<211> 35 
<212> PRT 

<213> Conus imperialis 



<400> 234 
Ser Asp Gly 
1 



Lys Ser Ala Ala Ala Lys Ala Lys Pro Ser His Deu Thr 
5 10 \S 
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Ala Pro Phe lie Arg As{ 
20 



Glu Cys Cys Ser Asp Ser Arg Cys Gly Lys 
25 30 



Asn Cys Leu 
35 



<210> 235 

<211> 108 

<212> DNA 

<213> Conus imperialis 



<220> 
<221> CDS 
<222> (1) . 



(105) 



<400> 235 

ttt gat gga agg aat gcc cca gbc gac gac aaa gcg tct gac ctg ate 
Phe Asp Gly Arg Asn Ala Pro Ala Asp Asp Lys Ala Ser Asp Leu lie 
1 5 \ 10 15 



get caa ate gtc agg aga gea tg 
Ala Gin lie Val Arg Arg Ala Cy 
20 

agg tgt ggt tga 
Arg Cys Gly 
35 



tgt tec gat egt egc tgt aga tgg 
Cys Ser Asp Arg Arg Cys Arg Trp 
25 30 




48 



96 



108 



<210> 236 
<211> 35 
<212> PRT 

<213> Conus imperialis 
<400> 236 

Phe Asp Gly Arg Asn Ala Pro Ala Asp A^p Lys Ala Ser Asp Leu lie 
15 16) 15 



Ala Gin lie Val Arg Arg Ala Cys Cys Serl 
20 25 



Arg Arg Cys Arg Trp 
30 



Arg Cys Gly 
35 



<210> 237 
<211> 145 
<212> DNA 

<213> Conus regius 



<220> 
<221> CDS 
<222> (1) , 



(105) 



<400> 237 

tct gat gga agg aat gcc gea gcc gae gee aga gcg 

Ser Asp Gly Arg Asn Ala Ala Ala Asp Ala Arg Ala 
15 10 



:t cee egg ate 
\r Pro Arg lie 
15 



48 



get ett ttc etc agg ttc aca tgc tgt agg aga ggt acc^Qt tec cag 
Ala Leu Phe Leu Arg Phe Thr Cys Cys Arg Arg Gly Thr CWs Ser Gin 
20 25 \0 



96 




cac tgt ggt tgaagacact gctgctccag gaccctctga accacgacgt 
His Cys Gly 
35 



<210> 238 
<211> 35 
<212> PRT 

<213> Conus regius 



<400> 238 

Ser Asp Gly Arg Asn Ala A 
1 5 



Ala Asp' Ala Arg Ala Ser Pro 
10 



Arg lie 
15 



Ala Leu Phe Leu Arg Phe ThrXCys Cys Arg Arg Gly Thr Cys Ser Gin 



20 




aaa gcg tct caa 
Lys Ala Ser Gin 



His Cys Gly 
35 



<210> 239 

<211> 145 

<212> DNA 

<213> Conus regius 

<220> 
<221> CDS 
<222> (1) . . (105) 



<400> 239 

tct aat gga' agg aat gcc gca gcc gac 
Ser Asn Gly Arg Asn Ala Ala Ala Asp 
1 5 



get cca ttc etc agg gac tat tgc tgt agg^^kga cat gcc tgt 
Ala Pro Phe Leu Arg Asp Tyr Cys Cys Arg^A^g His Ala Cys 
20 

att tgt ggt tgaagacgct gctgctccag gaccctctrg^accacgaegt 
lie Cys Gly 
35 



<210> 240 
<211> 35 
<212> PRT 

<213> Conus regius 
<400> 240 

Ser Asn Gly Arg Asn Ala Ala Ala Asp Ala Lys Ala Ser^ 
15 10 ' 

Ala Pro Phe Leu Arg Asp Tyr Cys Cys Arg Arg His Ala\c^ 
20 25 \ 3^ 

lie Cys Gly 
35 



<210> 241 
<211> 145 
<212> DNA 
<213> Conus regius 



egg ate 
Arg lie 
15 

acg ttg 
Thr Leu 



145 



48 



96 



145 



# 
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<2\0> 
<22\> 
<222; 



CDS 
(1) . 



(105) 



<400> 

tct aat \ga agg aat gcc gca gcc gac gcc aaa gcg tct caa egg ate 
Ser Asn G\y Arg Asn Ala Ala Ala Asp Ala Lys Ala Ser Gin Arg lie 
1 \ 5 10 15 



48 



get cea ttc 
Ala Pro Phe 



:te agg gac tat tgc tgt agg aga cct ccc tgt acg ttg 
Arg Asp Tyr Cys Cys Arg Arg Pro Pro Cys Thr Leu 
25 30 



96 



att tgt ggt tgaagacgct gctgctccag gaccetetga accacgaegt 
lie Cys Gly 
35 



145 



<210> 242 
<211> 35 
<212> PRT 

<213> Conus regius 
<400> 242 

Ser Asn Gly Arg Asn AlaV^la Ala Asp Ala Lys Ala Ser Gin Arg lie 
1 5 \ 10 15 



Ala Pro Phe Leu Arg Asp Ty> 
20 



Cys Cys Arg Arg Pro Pro Cys Thr Leu 
25 30 



lie Cys Gly 
35 



<210> 243 
<211> 136 
<212> DNA 
<213> Conus regius 



<220> 
<221> CDS 
<222> (1) . 



(96) 



<400> 243 

tct aat aaa agg aag aat gcc gca atg ctt gac 
Ser Asn Lys Arg Lys Asn Ala Ala Met Leu Asp 
15 10 



itg ate get caa cae 
lie Ala Gin His 
15 



48 



gcc ata agg ggt tgc tgt tec gat cct egc tgt aga 
Ala lie Arg Gly Cys Cys Ser Asp Pro Arg Cys Arg 
20 25 



aga tgt cgt 
^r Arg Cys Arg 
30 



96 



tgaagacget gctgctccag gaccetetga accacgaegt 



136 



<210> 244 
<211> 32 
<212> PRT 

<213> Conus regius 



<400> 244 \ 
Ser Asn Lys Arg Lys Asn Ala Ala Met Leu Asp Met lie Ala GlV His 
15 10 l\ 



90 



Ala lie Arg GJ 



Cys Cys Ser Asp Pro Arg Cys Arg Tyr Arg Cys Arg 
25 30 



<210> 245 
<211> 145 
<212> DNA 
<213> Conus regius^ 



<220> 
<221> CDS 
<222> (1) . 



(105) 



<400> 245 

ttt aat gga agg agt gcc\ gca gcc gac caa aat gcg cct ggc ctg ate 

Phe Asn Gly Arg Ser AlaXAla Ala Asp Gin Asn Ala Pro Gly Leu lie 
1 5 \ 10 15 



\ 



get caa gtc gtc aga gga ggg tgc tgt tee gat cce cge tgc gcc tgg 
Ala Gin Val Val Arg Gly Gly Cys Cys Ser Asp Pro Arg Cys Ala Trp 
20 \ 25 30 

\ 

aga tgt ggt tgaagacgtt gctgctccag gaccctctga accacgacgt 
Arg Cys Gly 

35 W 



<210> 246 
<211> 35 
<212> PRT 

<213> Conus regius 
<400> 246 

Phe Asn Gly Arg Ser Ala Ala Ala Asp G^ln Asn Ala Pro Gly Leu lie 
15 10 15 




Ala Gin Val Val Arg Gly Gly Cys Cys Ser\ Asp Pro Arg Cys Ala Trp 
20 25 \ 30 



Arg Cys Gly 
35 



<210> 247 
<211> 145 
<212> DNA 

<213> Conus regius 



<220> 
<221> CDS 
<222> (1) . 



(105) 



<400> 247 

ttt gat gga agg aat gcc gca gcc gac gcc aaa gtg attV aac acg gtc 

Phe Asp Gly Arg Asn Ala Ala Ala Asp Ala Lys Val IlelAsn Thr Val 

1 5 10 \ 15 



get cga ate gee tgg gat ata tgc tgt tec gaa cct gac tgt aac cat 
Ala Arg lie Ala Trp Asp lie Cys Cys Ser Glu Pro Asp Cys^Asn His 
20 25 30\ 

aaa tgt gtt tgaagacgct tctgctccag gaccctctga accacgacgt \ 
Lys Cys Val \ 
35 

\ 
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<2lN0> 248 
<2lV 35 
<212X PRT 

<213>Nconus regius 
<400> 2^ 

Phe Asp day Arg Asn Ala Ala Ala Asp Ala Lys Val lie Asn Thr Val 
1X5 10 15 

Ala Arg Ile\Ala Trp Asp lie Cys Cys Ser Glu Pro Asp Cys Asn His 
^20 25 30 

Lys Cys Val 
35 



<210> 249 
<211> 136 
<212> DNA 
<213> Conus regius 



<220> 
<221> CDS 
<222> (1) . . (96) 

<400> 249 

tct aat aaa agg aag aat gcc gca atg ctt gac atg ate get eaa cac 

Ser Asn Lys Arg Lys Asn Aa^ Ala Met Leu Asp Met lie Ala Gin His 

1 5 \ 10 15 



48 



fij 



gcc ata agg ggt tgc tgt tec ^at cet cgc tgt aaa eat eag tgt ggt 
Ala lie Arg Gly Cys Cys Ser A^ Pro Arg Cys Lys His Gin Cys Gly 
20 \ 25 30 



96 



tgaagacget getgctecag gaccct ctga\ accacgacgt 



136 



<210> 250 
<211> 32 
<212> PRT 

<213> Conus regius 
<400> 250 

Ser Asn Lys Arg Lys Asn Ala Ala Met Leu Met lie Ala Gin His 

1 5 10 \ 15 



Ala lie Arg Gly Cys Cys Ser Asp Pro Arg Cys 
20 25 



/s His Gin Cys Gly 
30 



<210> 251 
<211> 136 
<212> DPJA 

<213> Conus musieus 



<220> 
<221> CDS 
<222> (1) . 



. (105) 



<400> 251 

ate aag aat aea gca gcc age aac aaa geg tct age etg gtg ^ct ctt 

lie Lys Asn Thr Ala Ala Ser Asn Lys Ala Ser Ser Leu Val Ala Leu 
1 '5 10 iN 



48 



4 




gtt gtc agg gda tgc tgt tac aat cct gtc tgc aag aaa tat tat tgt 96 
Val Val Arg Gly Cys Cys Tyr Asn Pro Val Cys Lys Lys Tyr Tyr Cys 
2A 25 30 

tgg aaa ggc tgatVctcca ggaccctctg aaccacgacg t 136 
Trp Lys Gly 
35 



<210> 252 
<211> 35 
<212> PRT 

<213> Conus musicus 
<400> 252 

lie Lys Asn Thr Ala Al^ Ser Asn Lys Ala Ser Ser Leu Val Ala Leu 
1 5 \ 10 15 

Val Val Arg Gly Cys Cys lyr Asn Pro Val Cys Lys Lys Tyr Tyr Cys 
20 \ 25 30 

Trp Lys Gly 
35 



<210> 253 
<211> 148 
<212> DNA 

<213> Conus purpurascens 



<220> 

<221> CDS 

<222> (1) . . (117) 



<400> 253 
tct gaa ggc agg aat get gaa gcc ate 
Ser Glu Gly Arg Asn Ala Glu Ala lie 
1 5 



ijac aac gcc tta gac eag agg 
sp Asn Ala Leu Asp Gin Arg 

15 



48 



gat cca aag cga eag gag ccg ggg tge 
Asp Pro Lys Arg Gin Glu Pro Gly Cys Cys 
20 25 



tgt\agg cat cct gcc tgt ggg 
rg His Pro Ala Cys Gly 
30 



96 



aag aae aga tgt gga aga cgc tgatgctcca ggai^cctctg aaccacgacg t 
Lys Asn Arg Cys Gly Arg Arg 
35 



148 



<210> 254 
<211> 39 
<212> PRT 

<213> Conus purpurascens 
<400> 254 

Ser Glu Gly Arg Asn Ala Glu Ala lie Asp Asn Ala LeV Asp Gin Arg 
1 5 10 \ 15 



Asp Pro Lys Arg Gin Glu Pro Gly Cys Cys Arg His Pro Mia Cys Gly 
20 25 ^B0 



Lys Asn Arg Cys Gly Arg Arg 
35 



4 




<210> 255 
<211> 156 
<212> DNA 
<213> Conus 

<220> 
<221> CDS 
<222> (1) . . 

<400> 255 
tct gat ggc agg 
Ser Asp Gly Arg As 
1 




93 



att gca gtc gac gac aga tgg tct ttc tat acg 
lie Ala Val Asp Asp Arg Trp Ser Phe Tyr Thr 
10 15 



etc ttc cat get actVtgc tgt gcc gat cct gac tgt aga ttc egg cce 
Leu Phe His Ala Thr\Cys Cys Ala Asp Pro Asp Cys Arg Phe Arg Pro 
20 \ 25 30 

\ 

ggt tgt tgatetttgt tctteaaaga cgctgctgge ccaggaccct ctgaaecacg 
Gly Cys 

acgt 



<210> 256 
<211> 34 
<212> PRT 

<213> Conus musicus 



48 



96 



152 



156 



<400> 256 

Ser Asp Gly Arg Asn lie Ala Val Asp Asp Arg Trp Ser Phe Tyr Thr 
1 5 \ 10 15 



Leu Phe His Ala Thr Cys Cys 
20 



Asp Pro Asp Cys Arg Phe Arg Pro 
25 30 



Gly Cys 



<210> 257 \ 
<211> 142 \ 
<212> DNA \ 
<213> Conus musicus \ 

<220> \ 
<221> CDS \ 
<222> (1) . . (102) \ 

<400> 257 \ 

ate aag aat act gca gcc age aac aaa gcg ccgv age ctg gtg get att 48 
lie Lys Asn Thr Ala Ala Ser Asn Lys Ala Pro\Ser Leu Val Ala lie 
1 5 10 \ 15 

gcc gtc agg gga tgc tgt tac aat cct tec tgt tqn eeg aaa aca tat 96 
Ala Val Arg Gly Cys Cys Tyr Asn Pro Ser Cys Tr& Pro Lys Thr Tyr 
20 25 \ 30 

tgt agt tggaaaggct gatgctccag gaccctctga accacgao«t 142 
Cys Ser \ 



<210> 258 
<211> 34 





94 



<212> PRT 

<213> Conu4 musicus 
<400> 258 

lie Lys Asn t\hr Ala Ala Ser Asn Lys Ala Pro Ser Leu Val Ala lie 
1 \ ^ 

Ala Val Arg Glyv Cys Cys Tyr Asn Pro Ser Cys Trp Pro Lys Thr Tyr 
20\ 25 30 

Cys Ser \ 



<210> 259 

<211> 161 

<212> DNA 

<213> Conus musicus 



<220> 
<221> CDS 
<222> (1) . 



\ 



(108) 



<400> 259 \ 

tct gat age agg aat gtc gca ate gag gac aga gtg tct gac ctg cac 

Ser Asp Ser Arg Asn Val Ala. lie Glu Asp Arg Val Ser Asp Leu His 
1 5 \ 10 15 



48 



tct atg ttc ttc gat gtt tct tge tgt age aat cct acc tgt aaa gaa 
Ser Met Phe Phe Asp Val Ser Cys Cys Ser Asn Pro Thr Cys Lys Glu 
20 \ 25 30 



96 



10 



acq tat ggt tgt tgatcgttgg ttttgaagac gctgatgctc caggaccctc 
Thr Tyr Gly Cys 
35 

tgaaccacga cgt 



148 



161 



<210> 260 

<211> 36 

<212> PRT 

<213> Conus musicus 

<400> 260 

Ser Asp Ser Arg Asn Val Ala lie Glu Asp Arg\ Val Ser Asp Leu His 
1 5 10 \ 15 

Ser Met Phe Phe Asp Val Ser Cys Cys Ser Asn PVo Thr Cys Lys Glu 
20 25 \ 30 



Thr Tyr Gly Cys 
35 



<210> 261 
<211> 156 
<212> DNA 

<213> Conus musicus 



<220> 
<221> CDS 
<222> (1) . 



{102) 



95 



<400> 261 
tct gtt ggc agg aat af 
Ser Val Gly Arg Asn 
1 5 



gca gtc gac gac aga ggg att ttc tct acg 
Ala Val Asp Asp Arg Gly lie Phe Ser Thr 
10 15 



etc ttc cat get cat tgc 
Leu Phe His Ala His Cys 
20 



gcc aat ccc ate tgt aaa aac acg ccc 
^ys Ala Asn Pro lie Cys Lys Asn Thr Pro 
25 30 



ggt tgt tgatctttgt tcttcaaaga cgctgctggc ccaggaccct ctgaaccacg 
Gly Cys 

acgt 



<210> 262 
<211> 34 
<212> PRT 

<213> Conus musicus 
<400> 262 

Ser Val Gly Arg Asn lie Ala Val A^ Asp Arg Gly lie Phe Ser Thr 
1 5 \ 10 15 

Leu Phe His Ala His Cys Cys Ala Asn\Pro lie Cys Lys Asn Thr Pro 
20 25 \ 30 



Gly Cys 



<210> 263 
<211> 161 
<212> DNA 

<213> Conus musicus 



<220> 
<221> CDS 
<222> (1) . 



(108) 



<400> 263 

tec gat ggc agg aat gtc gca ate gac gac aga gtg 
Ser Asp Gly Arg Asn Val Ala lie Asp Asp Arg Val 
15 10 



gac ctg cac 
^er Asp Leu His 
15 



tct atg ttc ttc gat att get tgc tgt aac aat cct acV 
Ser Met Phe Phe Asp lie Ala Cys Cys Asn Asn Pro Thi 
20 25 



tgt aaa gaa 
Cys Lys Glu 
30 



acg tat ggt tgt tgatcgttgg ttttgaagae gctgatgctc cag^accctc 
Thr Tyr Gly Cys 
35 

tgaaccaega cgt 



<210> 264 
<211> 36 
<212> PRT 

<213> Conus musicus 



<400> 264 

Ser Asp Gly Arg Asn Val Ala lie Asp Asp Arg Val Ser Asp Leu\His 
15 10 15 



4 



96 

Ser Met Phe Phe Asp lie Ala Cys Cys Asn Asn Pro Thr Cys Lys Glu 
20 25 30 

Thr Tyr Gly Cys 
35 

<210> 265 
<211> 161 
<212> DNA 

<213> Conus musicus 

<220> 

<221> CDS 

<222> (1) . . (108) 

<^00> 265 

tct gat ggc agg aat gtc gca ate gag gac aga gtg tct gac ctg etc 48 

Ser Asp Gly Arg Asn Val Ala lie Glu Asp Arg Val Ser Asp Leu Leu 

D 1 5 10 15 

j= tct atg etc ttc gat gtt get tgc tgt age aat cct gtc tgt aaa gaa 96 

Ser Met Leu Phe Asp Val Ala Cys Cys Ser Asn Pro Val Cys Lys Glu 
20 25 30 

^'"'j acq tat ggt tgt tgatcgttgg ttttgaagac gctgatgctc caggaeectc 148 

Ul Thr Tyr Gly Cys 
Lfl 35 

?=| tgaaccaega cgt 161 

ill . <210> 266 

in <211> 36 

Q <212> PRT 

f=l <213> Conus musicus 

<400> 266 

Ser Asp Gly Arg Asn Val Ala lie Glu Asp Arg Val Ser Asp Leu Leu 
15 10 15 

Ser Met Leu Phe Asp Val Ala Cys Cys Ser Asn Pro Val Cys Lys Glu 
20 25 30 

Thr Tyr Gly Cys 
35 

<210> 267 
<211> 154 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 267 

tat gat ggc agg aat get gee gee gac gac aaa get ttt gac ctg ctg 48 

Tyr Asp Gly Arg Asn Ala Ala Ala Asp Asp Lys Ala Phe Asp Leu Leu 
15 10 15 

get atg aec ata agg gga gga tgc tgt tec tat cct ccc tgt ate gcg 96 
Ala Met Thr lie Arg Gly Gly Cys Cys Ser Tyr Pro Pro Cys lie Ala 



4 




97 

20 25 30 

agt aat cct aaa tgt ggt gga aga cgc tgatgctcca ggaccctctg 143 
Ser Asn Pro Lys Cys Gly Gly Arg Arg 
35 40 

aaccacaacg t 154 

<210> 268 
<211> 41 
<212> PRT 

<213> Conus betulinus 
<400> 268 

Tyr Asp Gly Arg Asn Ala Ala Ala Asp Asp Lys Ala Phe Asp Leu Leu 
15 10 15 

Ala Met Thr lie Arg Gly Gly Cys Cys" Ser Tyr Pro Pro Cys lie Ala 
Q 20 25 30 

J! Ser Asn Pro Lys Cys Gly Gly Arg Arg 

M 35 40 

<210> 269 
^ <211> 151 

tn <212> DNA 

£ <213> Conus lividus 

rf <220> 

<221> CDS 

<222> (1) . . (Ill) 

□ <400> 269 

'f\ ttt gat ggc agg aat get gca ggc aac gcc aaa atg tec gcc ctg atg 48 

Phe Asp Gly Arg Asn Ala Ala Gly Asn Ala Lys Met Ser Ala Leu Met 

15 10 15 

gcc ctg acc ate agg gga tgc tgt tec cat cct gtc tgt age gcg atg 96 
Ala Leu Thr lie Arg Gly Cys Cys Ser His Pro Val Cys Ser Ala Met 
20 25 30 

agt cca ate tgt ggc tgaagacgct gatgcceeag gaccctctga accacgacgt 151 
Ser Pro lie Cys Gly 
35 

<210> 270 
<211> 37 
<212> PRT 

<2 13> Conus lividus 
<400> 270 

Phe Asp Gly Arg Asn Ala Ala Gly Asn Ala Lys Met Ser Ala Leu Met 
15 10 15 

Ala Leu Thr lie Arg Gly Cys Cys Ser His Pro Val Cys Ser Ala Met 
20 25 30 



Ser Pro lie Cys Gly 
35 



98 

<210> 271 
<211> 196 
.<212> DNA 

<213> Conus musicus 

<220> 

<221> CDS 

<222> (1) . . (165) 

<400> 271 

ate aag aat get gca get gac gae aaa gea tet gac ctg etc tet eag 48 

lie Lys Asn Ala Ala Ala Asp Asp Lys Ala Ser Asp Leu Leu Ser Gin 

15 10 15 

ate gtc agg aat get gca tec aat gae aaa ggg tet gae etg atg act 96 
lie Val Arg Asn Ala Ala Ser Asn Asp Lys Gly Ser Asp Leu Met Thr 
20 25 30 

ctt gee etc agg gga tgc tgt aaa aat eet tae tgt ggt geg teg aaa 144 
Leu Ala Leu Arg Gly Cys Cys Lys Asn Pro Tyr Cys Gly Ala Ser Lys 
35 40 45 

aca tat tgt ggt aga aga ege tgatgeteca ggaceetetg aaecacgacg t 196 
Thr Tyr Cys Gly Arg Arg Arg 
50 55 



<210> 272 
<211> 55 
<212> PRT 

<213> Conus musicus 
<400> 272 

lie Lys Asn Ala Ala Ala Asp Asp Lys Ala Ser Asp Leu Leu Ser Gin 
15 10 15 

He Val Arg Asn Ala Ala Ser Asn Asp Lys Gly Ser Asp Leu Met Thr 
20 25 30 

Leu Ala Leu Arg Gly Cys Cys Lys Asn Pro Tyr Cys Gly Ala Ser Lys 
35 40 45 

Thr Tyr Cys Gly Arg Arg Arg 
50 55 



<210> 273 
<211> 139 
<212> DNA 
<213> Conus omaria 

<220> 

<221> CDS 

<222> (40) . . (108) 

<400> 273 

tetgatggca ggaatgccge agegtetgac etgatggat etg aee ate aag gga 54 

Leu Thr He Lys Gly 
1 5 



tgc tgt tet tat eet eee tgt ttc geg act aat cea gae tgt ggt cga 
Cys Cys Ser Tyr Pro Pro Cys Phe Ala Thr .Asn Pro Asp Cys Gly Arg 
10 15 20 



102 



99 



cga cgc tgatgctcca ggaccctctg aaccacgacg t 139 
Arg Arg 

<210> 274 
<211> 23 
<212> PRT 

<213> Conus omaria 
<400> 274 

Leu Thr lie Lys Gly Cys Cys Ser Tyr Pro Pro Cys Phe Ala Thr Asn 
15 10 15 

Pro Asp Cys Gly Arg Arg Arg 
20 

<210> 275 
<211> 126 
<212> DNA 

<213> Conus radiatus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 275 

ttt gat ggc agg aat gcc gca gcc gac tac aaa ggg tct gaa ttg etc 4 8 

Phe Asp Gly Arg Asn Ala Ala Ala Asp Tyr Lys Gly Ser Glu Leu Leu 

15 10 15 

get atg acc gtc agg gga gga tgc tgt tec tat cct ecc tgt ate gca 96 
Ala Met Thr Val Arg Gly Gly Cys Cys Ser Tyr Pro Pro Cys lie Ala 
20 25 30 

aat aat cct ctt tgt get gga aga cgc tga 126 
Asn Asn Pro Leu Cys Ala Gly Arg Arg 
35 40 

<210> 276 
<211> 41 
<212> PRT 

<213> Conus radiatus 
<400> 276 

Phe Asp Gly Arg Asn Ala Ala Ala Asp Tyr Lys Gly Ser Glu Leu Leu 
15 10 15 

Ala Met Thr Val Arg Gly Gly Cys Cys Ser Tyr Pro Pro Cys lie Ala 
20 25 30 

Asn Asn Pro Leu Cys Ala Gly Arg Arg 
35 40 

<210> 277 
<211> 126 
<212> DNA 

<213> Conus radiatus 



<220> 

<221> CDS 

<222> (1) . . (123) 



4 



100 



<400> 277 

ttt gat ggc agg aat gcc gca gcc gac tac aaa ggg tct gaa ttg etc 48 

Phe Asp Gly Arg Asn Ala Ala Ala Asp Tyr Lys Gly Ser Glu Leu Leu 
15 10 15 

get atg ace gtc agg gga gga tge tgt tec tat cct .cec tgt ate gca 96 

Ala Met Thr Val Arg Gly Gly Cys Cys Ser Tyr Pro Pro Cys He Ala 
20 25 30 

aat aat cct ttt tgt get gga aga cge tga 126 

Asn Asn Pro Phe Cys Ala Gly Arg Arg 

35 40 



<210> 278- 
<211> 41 
<212> PRT 

<213> Conus radiatus 
<400> 278 

Phe Asp Gly Arg Asn Ala Ala Ala Asp Tyr Lys Gly Ser Glu Leu Leu 
15 10 15 

Ala Met Thr Val Arg Gly Gly Cys Cys Ser Tyr Pro Pro Cys He Ala 
20 25 30 

Asn Asn Pro Phe Cys Ala Gly Arg Arg 
35 40 



<210> 279 
<211> 155 
<212> DNA 
<213> Conus virgo 

<220> 

<221> CDS 

<222> (1) . . {114 ) 

<400> 279 

tct tat gac agg tat gcc teg cec gtc gac aga gcg tct gcc ctg ate 48 

Ser Tyr Asp Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser Ala Leu He 
15 10 15 

get eag gee ate ctt cga gat tgc tgt tec aat cct cec tgt tec caa 96 
Ala Gin Ala He Leu Arg Asp Cys Cys Ser Asn Pro Pro Cys Ser Gin 
20 25 30 

aat aat cca gac tgt atg taaagacgct gettgctcca ggaccetctg 144 
Asn Asn Pro Asp Cys Met 
35 

aaccacgaeg t . 155 



<210> 280 

<211> 38 

<212> PRT 

<213> Conus virgo 



<400> 280 

Ser Tyr Asp Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser Ala Leu He 
15 10 15 



4 



101 



Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro Cys Ser Gin 
20 25 30 

Asn Asn Pro Asp Cys Met 
35 



<210> 281 
<211> 155 
<212> DNA 
<213> Conus virgo 

<220> 

<221> CDS 

<222> (1) . . (114 ) 

<400> 281 

tct tat ggc agg tat gcc tea ccc gtc gac aga gcg tct gcc ctg ate 48 

Ser Tyr Gly Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser Ala Leu lie 
f.-^ 1 5 10 15 

^^^f get cag gcc ate ctt cga gat tge tgc tec aat cot cct tgt gee eat 96 

«F« Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro Cys Ala His 
\n 20 25 30 

UJ 

Lfl 

a 
j'-- 

ni 

W <212> PRT 



aat aat cca gac tgt cgt taaagaegct gettgetcea ggaeectctg 144 
Asn Asn Pro Asp Cys Arg 
35 

aaeeaegacg t 155 

<210> 282 
<211> 38 



<213> Conus virgo 
<400> 282 

Ser Tyr Gly Arg Tyr Ala Ser Pro Val Asp Arg Ala Ser Ala Leu lie 
15 10 15 

Ala Gin Ala lie Leu Arg Asp Cys Cys Ser Asn Pro Pro Cys Ala His 
20 25 30 



Asn Asn Pro Asp Cys Arg 
35 



<210> 283 
<211> 126 
<212> DNA 

<213> Conus achatinus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 283 

tct gat ggc agg aat gcc gca gee aac gae aaa geg tct ggc atg age 48 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Gly Met Ser 
1 5 10 15 

geg ctg gcc gtc aat gaa tgc tgt ace aac cct gtc tgt cac gcg gaa 96 
Ala Leu Ala Val Asn Glu Cys Cys Thr Asn Pro Val Cys His Ala Glu 



4 



• 
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20 25 30 

cat caa gaa ctt tgt get aga aga cgc tga x 126 

His Gin Glu Leu Cys Ala Arg Arg Arg 
35 40 



HI 



<210> 284 
<211> 41 
<212> PRT 

<213> Conus achatinus 
<400> 284 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Gly Met Ser 
15 10 15 

Ala Leu Ala Val Asn Glu Cys Cys Thr Asn Pro Val Cys His Ala Glu 
20 25 30 

His Gin Glu Leu Cys Ala Arg Arg Arg 
35 40 



<210> 


285 




<211> 


126 




<212> 


DNA 




<213> 


Conus 


achatinus 


<220> 






<221> 


CDS 




<222> 


(1) . . 


(123) 


<400> 


285 




tct gat ggc 


agg aat gcc 


Ser Asp Gly 


Arg Asn Ala 


1 




5 



:a gcc aac gac aaa gcg tct gac gtg ate 48 
a Ala Asn Asp Lys Ala Ser Asp Val lie 
10 15 

acg ctg gcc, etc aag gga tgc tgt tec aac cet gte tgt cac ttg gag 96 
Thr Leu Ala Leu Lys Gly Cys Cys Ser Asn Pro Val Cys His Leu Glu 
20 25 30 

cat tea aac ctt tgt ggt aga aga cgc tga 126 
His Ser Asn Leu Cys Gly Arg Arg Arg 
35 40 



<210> 286 
<211> 41 
<212> PRT 

<213> Conus achatinus 
<400> 286 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Asp Val lie 
15 10 15 

Thr Leu Ala Leu Lys Gly Cys Cys Ser Asn Pro Val Cys His Leu Glu 
20 25 30 

His Ser Asn Leu Cys Gly Arg Arg Arg 
35 40 



<210> 287 
<211> 126 



103 



<212> DNA 

<213> Conus achat inus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 287 

tct gat ggc agg aat gcc gca gcc aac gac aaa gcg tct ggc atg age 48 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Gly Met Ser 
15 10 15 

gcg ctg gcc gtc aat gaa tgc tgt acc aac cct gtc tgt cac gtg gaa 96 
Ala Leu Ala Val Asn Glu Cys Cys Thr Asn Pro Val Cys His Val Glu 
20 25 30 

cat caa gaa ctt tgt get aga aga cgc tga 126 
His Gin Glu Leu Cys Ala Arg Arg Arg 
35 40 



<210> 288 
<211> 41 
<212> PRT 

<2 13> Conus achat inus 
<400> 288 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Gly Met Ser 
1 5 10 , 15 . 

Ala Leu Ala Val Asn Glu Cys Cys Thr Asn Pro Val Cys His Val Glu 
20 25 30 



His Gin Glu Leu Cys Ala Arg Arg Arg 
35 40 



<210> 289 
<211> 220 
<212> DNA 

<213> Conus ammiralis 

<220> 

<221> CDS 

<222> (1) . . (180) 

<400> 289 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 48 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 ■ 10 15 

ttc act tea gat cgt gca ttt cgt ggc agg aat gcc gca gee aaa gcg 96 
Phe Thr Ser Asp Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys Ala 
20 25 30 

tct ggc ctg gtc ggt ctg ace gac aag agg caa gaa tgc tgt tct tat 14 4 
Ser Gly Leu Val Gly Leu Thr Asp Lys 'Arg Gin Glu Cys Cys Ser Tyr 
35 40 45 

cct gee tgt aac eta gat cat cea gaa ctt tgt ggt tgaagacgct 190 
Pro Ala Cys Asn Leu Asp His Pro Glu Leu Cys Gly 
50 55 60 

gatgetecag gaccctctga accacgacgt 220 



104 



<210> 290 
<211> 60 
<212> PRT 

<213> Conus ammiralis 
<400> 290 

Met Phe Thr Val Phe Leu Leu Val 
1 5 

Phe Thr Ser Asp Arg Ala Phe Arg 
20 

Ser Giy Leu Val Gly Leu Thr Asp 
35 40 

Pro Ala Cys Asn Leu Asp His Pro 
50 55 



Val Leu Ala Thr Thr Val Val Ser 
10 15 

Gly Arg Asn Ala Ala Ala Lys Ala 
25 30 

Lys Arg Gin Glu Cys Cys Ser Tyr 
45 

Glu Leu Cys Gly 
60 



<210> 291 
<211> 223 
<212> DNA 

<213> Conus ammiralis 

<220> 

<221> CDS 

<222> (1) . . (192) 

<400> 291 

atg ttc acc gtg ttt ctg ttg gtt gtc ttg gca acc act gtc gtt tec 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

tec act tea ggt cgt cgt gca ttt cgt ggc agg aat gcc gca gcc aaa 
Ser Thr Ser Gly Arg Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys 
20 25 30 

gcg tct gga ctg gtc ggt ctg act gac agg aga cca gaa tgc tgt agt 
Ala Ser Gly Leu Val Gly Leu Thr Asp Arg Arg Pro Glu Cys Cys Ser 
35 40 45 

gat cct cgc tgt aac teg act cat cca gaa ctt tgt ggt gga aga cgc 
Asp Pro Arg Cys Asn Ser Thr His Pro Glu Leu Cys Gly Gly Arg Arg 
50 55 60 

tgatgctcca ggaccctctg aaccacgacg t 



<210> 292 
<211> 64 
<212> PRT 
<213> Conus 



ammiralis 



<400> 292 

Met Phe Thr Val Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
15 10 15 

Ser Thr Ser Gly Arg Arg Ala Phe Arg Gly Arg Asn Ala Ala Ala Lys 
20 25 30 

Ala Ser Gly Leu Val Gly Leu Thr Asp Arg Arg Pro Glu Cys Cys Ser 
35 40 45 
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Asp Pro Arg Cys Asn Ser Thr His Pro Glu Leu Cys Gly Gly Arg Arg 
50 55 60 



<210> 293 
<211> 151 
<212> DNA 

<213> Conus arenatus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 293 

tct gat ggc agg aat gcc gca gcc aac gcg ttt gac ctg ate gat ctg 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Phe Asp Leu lie Asp Leu 
15 10 15 

acc gcc agg eta aat tgc tgt atg att ccc ccc tgt tgg aag aaa tat 
Thr Ala Arg Leu Asn Cys Cys Met lie Pro Pro Cys Trp Lys Lys Tyr 
20 25 30 

gga gac aga tgt agt gaa gta cgc tgatgctcca ggaccctctg aaccacgacg 
Gly Asp Arg Cys Ser Glu Val Arg 
35 40 



<210> 294 
<211> 40 
<212> PRT 

<213> Conus arenatus 
<400> 294 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Phe Asp Leu lie Asp Leu 
15 10 15 

Thr Ala Arg Leu Asn Cys Cys Met lie Pro Pro Cys Trp Lys Lys Tyr 
20 25 30 

Gly Asp Arg Cys Ser Glu Val Arg 
35 40 



<210> 295 
<211> 126 
<212> DNA 

<213> Conus arenatus 

<220> 
<221> CDS 
<222> (1) . . (93) 

<400> 295 

tct gat ggc agg aat gcc gca cgc aaa gcg ttt ggc tgc tgc gac tta 
Ser Asp Gly Arg Asn Ala Ala Arg Lys Ala Phe Gly Cys Cys Asp Leu 
15 10 15 

ata ccc tgt ttg gag aga tat ggt aac aga tgt aat gaa gtg cac 
lie Pro Cys Leu Glu Arg Tyr Gly Asn Arg Cys Asn Glu Val His 
20 25 30 



tgatgctcca ggaccctctg aaccacgcga cgt 



106 



<210> 296 
<211> 31 
<212> PRT 

<213> Conus arenatus 
<400> 296 

Ser Asp Gly Arg Asn Ala Ala Arg Lys Ala Phe Gly Cys Cys Asp Leu 
15 10 15 

lie Pro Cys Leu Glu Arg Tyr Gly Asn Arg Cys Asn Glu Val His 
20 25 30 



<210> 297 

<211> 151 

<212> DNA 

<213> Conus arenatus 

<220> 
<221> CDS 
^ <222> (1) . . (120) 

<400> 297 

lij tct gat ggc age aat gcc gca gcc aac gag ttt gac ctg ate get etg 48 

^.i Ser Asp Gly Ser Asn Ala Ala Ala Asn Glu Phe Asp Leu lie Ala Leu 

15 10 15 

aec gcc agg eta ggt tgc tgt aac gtt aca ccc tgt tgg gag aaa tat 96 
s Thr Ala Arg Leu Gly Cys Cys Asn Val Thr Pro Cys Trp Glu Lys Tyr 

P 20 25 30 

HI gga gac aaa tgt aat gaa gta cgc tgatgcttca ggaccctctg aaccacgacg 150 

Gly Asp Lys Cys Asn Glu Val Arg 
ij: 35 4 0 

iJ 

O t 151 



<210> 298 
<211> 40 
<212> PRT 

<213> Conus arenatus 
<400> 298 

Ser Asp Gly Ser Asn Ala Ala Ala Asn Glu Phe Asp Leu lie Ala Leu 
15 10 15 

Thr Ala Arg Leu Gly Cys Cys Asn Val Thr Pro Cys Trp Glu Lys Tyr 
20 25 30 

Gly Asp Lys Cys Asn Glu Val Arg 
35 40 



<210> 299 
<211> 148 
<212> DNA 

<213> Conus arenatus 



<220> 

<221> CDS 

<222> (1) . . (117) 
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<400> 299 

tct gat ggc agg aat gtc gca gca aaa gcg ttt cac egg ate ggc egg 
Ser Asp Gly Arg Asn Val Ala Ala Lys Ala Phe His Arg lie Gly Arg 
15 10 15 

aee ate agg gat gaa tge tgt tee aat eet gee tgt agg gtg aat aat 
Thr lie Arg Asp Glu Cys Cys Ser Asn Pro Ala Cys Arg Val Asn Asn 
20 25 30 

eca cac gtt tgt aga cga ege tgatgctcea ggaccctctg aaccaegacg t 
Pro His Val Cys Arg Arg Arg 
35 



<210> 300 
<211> 39 
<212> PRT 

<213> Conus arenatus 
<400> 300 

Ser Asp Gly Arg Asn Val Ala Ala Lys Ala Phe His Arg lie Gly Arg 
15 10 15 

Thr lie Arg Asp Glu Cys Cys Ser Asn Pro Ala Cys Arg Val Asn Asn 
20 25 30 

Pro His Val Cys Arg Arg Arg 
35 



<210> 301 
<211> 151 
<212> DNA 

<2 13> Conus arenatus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 301 

tct gat ggc agg aat gee gca gee aac gcg ttt gae ctg atg eet ctg 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Phe Asp Leu Met Pro Leu 
15 10 15 

aee gee agg eta aat tge tgt age att eee ggc tgt tgg aac gaa tat 
Thr Ala Arg Leu Asn Cys Cys Ser lie Pro Gly Cys Trp Asn Glu Tyr 
20 25 30 

aaa gae aga tgt agt aaa gta cgc tgatgctcea ggaccctctg aaccaegacg 
Lys Asp Arg Cys Ser Lys Val Arg 
35 40 



<210> 302 
<211> 40 
<212> PRT 

<213> Conus arenatus 



<400> 302 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Phe Asp Leu Met Pro Leu 
15 10 15 




108 



Thr Ala Arg Leu Asn Cys Cys Ser lie Pro Gly Cys Trp Asn Glu Tyr 
20 25 30 

Lys Asp Arg Cys Ser Lys Vai Arg 
35 40 



<210> 


303 




<211> 


157 




<212> 


DNA 




<213> 


Conus 


aurisiacus 


<220> 






<221> 


CDS 




<222> 


(52) . . 


. (126) 


<400> 


303 





tctgatggca ggaatgccgc agccgacgac aaagcgtctg acctggtcgc t ctg gtc 57 

Leu Val 
1 

gtc agg gga gga tgc tgt tec cac cct gtc tgt tac ttt aat aat cca 105 
Val Arg Gly Gly Cys Cys Ser His Pro Val Cys Tyr Phe Asn Asn Pro 
5 10 15 

caa atg tgt cgt gga aga cgc tgatgctcca ggaccctctg aaccacgacg t 157 
Gin Met Cys Arg Gly Arg Arg 
20 25 



<210> 304 
<211> 25 
<212> PRT 

<213> Conus aurisiacus 
<400> 304 

Leu Val Val Arg Gly Gly Cys Cys Ser His Pro Val Cys Tyr Phe Asn 
15 10 15 

Asn Pro Gin Met Cys Arg Gly Arg Arg 
20 25 



<210> 305 
<211> 157 
<212> DNA 

<213> Conus aurisiacus 

<220> 

<221> CDS 

<222> (52) . . (126) 

<400> 305 

tctgatggca ggaatgccgc agccgacgac aaagcgtctg acctggtcgc t ctg gcc 57 

Leu Ala 
1 

gtc agg gga gga tgc tgt tec eae cct gtc tgt aac ttg aat aat cca 105 
Val Arg Gly Gly Cys Cys Ser His Pro Val Cys Asn Leu Asn Asn Pro 
5 10 15 

caa atg tgt cgt gga aga cgc tgatgctcca ggaccctctg aaccacgacg t 157 
Gin Met Cys Arg Gly Arg Arg 
20 25 



• 



<210> 306 
<211> 25 
<212> PRT 

<213> Conus aurisiacus 
<400> 306 

Leu Ala Val Arg Gly Gly Cys Cys 
1 5 

Asn Pro Gin Met Cys Arg Gly Arg 
20 



109 



Ser His Pro Val Cys Asn Leu Asn 
10 15 



Arg 
25 



<210> 307 
<211> 157 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 307 

ttt cgt ggc agg aat ccc gca gcc aac gac aaa agg tct gac ctg gcc 48 
Phe Arg Gly Arg Asn Pro Ala Ala Asn Asp Lys Arg Ser Asp Leu Ala 
15 10 15 

get ctg age gtc agg gga gga tgc tgt tec cat cct gcc tgt age gtg 96 
Ala Leu Ser Val Arg Gly Gly Cys Cys Ser His Pro Ala Cys Ser Val 
20 25 30 

act cat cca gag ctt tgt ggc tgaagaeget gatgeeeeag gaceetctga 147 
Thr His Pro Glu Leu Cys Gly 
35 

accacgacgt 157 



<210> 308 
<211> 39 
<212> PRT 

<213> Conus betulinus 
<400> 308 

Phe Arg Gly Arg Asn Pro Ala Ala Asn Asp Lys Arg Ser Asp Leu Ala 
15 10 15 

Ala Leu Ser Val Arg Gly Gly Cys Cys Ser His Pro Ala Cys Ser Val 
20 25 30 

Thr His Pro Glu Leu Cys Gly 
35 



<210> 309 
<211> 151 
<212> DNA 

<213> Conus betulinus 

<220> 

<221> CDS 

<222> (1) . . (120) 



110 



<400> 309 

tct gat ggc ggg aat gcc gca gcc 
Ser Asp Gly Gly Asn Ala Ala Ala 
1 5 

acc ate agg gga gga tgc tgt tec 
Thr lie Arg Gly Gly Cys Cys Ser 
20 

eaa gae ctt tgt gat gga aga cgc 
Gin Asp Leu Cys Asp Gly Arg Arg 
35 40 



aaa geg tet gac ctg ate get cag 

Lys Ala Ser Asp Leu lie Ala Gin 
10 15 

tat cet gee tgt age gtg gaa cat 

Tyr Pro Ala Cys Ser Val Glu His 
25 30 

tgatgeteca ggaceetetg aaeeaegaeg 



t 



<210> 310 
<211> 40 
<212> PRT 

<213> Conus betulinus 
<400> 310 

Ser Asp Gly Gly Asn Ala Ala Ala Lys Ala Ser Asp Leu lie Ala Gin 
15 10 15 

Thr lie Arg Gly Gly Cys Cys Ser Tyr • Pro Ala Cys Ser Val Glu His 
20 25 30 

Gin Asp Leu Cys Asp Gly Arg Arg 
35 40 



<210> 311 
<211> 114 
<212> DNA 

<213> Conus caracterist ieus 

<220> 

<221> CDS 

<222> (1) . . (Ill) 

<400> 311 

tct tat ggc agg aat gcc gca gcc aaa geg ttt gaa gtg agt tgc tgt 

Ser Tyr Gly Arg Asn Ala Ala Ala Lys Ala Phe Glu Val Ser Cys Cys 

15 10 15 

gtc gtt cgc ccc tgt tgg att cgc tat caa gag gaa tgt ctt gaa gca 
Val Val Arg Pro Cys Trp lie Arg Tyr Gin Glu Glu Cys Leu Glu Ala 
20 25 30 

gat ccc agg acc etc tga 
Asp Pro Arg Thr Leu 
35 



<210> 312 
<211> 37 
<212> PRT 

<213> Conus caracteristicus 



<400> 312 

Ser Tyr Gly Arg Asn Ala Ala Ala Lys Ala Phe Glu Val Ser Cys Cys 
15 10 15 



4 




111 



Val Val Arg Pro Cys Trp lie Arg Tyr Gin Glu Glu Cys Leu Glu Ala 
20 25 30 

Asp Pro Arg Thr Leu 
35 

<210> 313 
<211> 123 
<212> DNA 

<213> Conus caracteristicus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 313 

tct gat ggc agg aat gcc gca gcc aac gcc ctt gac ctg ate act ctg 48 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Leu Asp Leu lie Thr Leu 
15 10 15 

ate gcc agg caa aat tgc tgt age att eee ggc tgt tgg gag aaa tat 96 
"p= He Ala Arg Gin Asn Cys Cys Ser He Pro Gly Cys Trp Glu Lys Tyr 

% 20 25 30 

= . I 

'^-■^ gga gac aaa tgt agt gaa gta egc tga 123 

Gly Asp Lys Cys Ser Glu Val Arg 
^[1 35 4 0 

U% 

<210> 314 
H <211> 40 

<212> PRT 

flJ <213> Conus caracteristicus 

fn 

Pi <400> 314 

:!f Ser Asp Gly Arg Asn Ala Ala Ala Asn Ala Leu Asp Leu He Thr Leu 

1 5 10 15 

He Ala Arg Gin Asn Cys Cys Ser He Pro Gly Cys Trp Glu Lys Tyr 
20 25 30 

Gly Asp Lys Cys Ser Glu Val Arg 
35 40 

<210> 315 
<211> 154 
<212> DNA 
<213> Conus catus 

'<220> 
<221> CDS 
<222> (1) . . (123) 

<400> 315 

tct gat ggc agg aat gaa gca gee aac gac gaa gcg tct gac gtg ate 48 

Ser Asp Gly Arg Asn Glu Ala Ala Asn Asp Glu Ala Ser Asp Val He 
15 10 15 



gag ctg gee etc aag gga tgc tgt tec aac cct gtc tgt cac ttg gag 
Glu Leu Ala Leu Lys Gly Cys Cys Ser Asn Pro Val Cys His Leu Glu 
20 25 30 



96 



4 



112 



cat cca aac get tgt ggt aga aga cgc tgatgctcca ggaccctctg 143 
His Pro Asn Ala Cys Gly Arg Arg Arg 
35 40 

aaccacgacg t 154 

<210> 316 

<211> 41 

<212> PRT 

<213> Conus catus 

<400> 316 

Ser Asp Gly Arg Asn Glu Ala Ala Asn Asp Glu Ala Ser Asp Val lie 
15 10 15 

Glu Leu Ala Leu Lys Gly Cys Cys Ser Asn Pro Val Cys His Leu Glu 
20 25 30 

His Pro Asn Ala Cys Gly Arg Arg Arg 
35 40 

<210> 317 
<211> 154 
<212> DNA 
<213> Conus catus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 317 

tct gat ggc agg aat gcc gca gcc aac gac aaa gcg tct gac ctg gtc 48 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Asp Leu Val 
1* 5 10 15 

get ctg gcc gtc agg gga tgc tgt tec aac cet ate tgt tac ttt aat 96 
Ala Leu Ala Val Arg Gly Cys Cys Ser Asn Pro lie Cys Tyr Phe Asn 
20 25 30 

aat cca cga att tgt cgt gga aga cgc tgatgctcca ggaccctctg 143 
Asn Pro Arg lie Cys Arg Gly Arg Arg 
35 40 

aaccacgacg t 154 

<210> 318 

<211> 41 

<212> PRT 

<213> Conus catus 

<400> 318 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Ala Ser Asp Leu Val 
15 10 15 

Ala Leu Ala Val Arg Gly Cys Cys Ser Asn Pro lie Cys Tyr Phe Asn 
20 25 30 



Asn Pro Arg lie Cys Arg Gly Arg Arg 
35 40 
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<210> 
<211> 
<212> 
<213> 


319 
111 
DNA 
Conus 


episcopatus 




















<220> 
<221> 
<222> 


CDS 
(1) . . 


(108) 




















<400> 319 
tct cat ggc 
Ser His Gly 
1 


agg aat gcc 
Arg Asn Ala 
5 


gca 
Ala 


cgc 
Arg 


aaa 
Lys 


gcg 
Ala 
10 


tct 
Ser 


gac 
Asp 


ctg 
Leu 


ate 
He 


get 
Ala 
15 



acc gtc agg gaa tgc tgt tct cag cct ccc tgt cgc tgg aaa cat cca 96 
Thr Val Arg Glu Cys Cys Ser Gin Pro Pro Cys Arg Trp Lys His Pro 
20 25 30 

gaa ctt tgt agt tga 111 
Glu Leu Cys Ser 
35 



<210> 320 
<211> 36 
<212> PRT 

<213> Conus episcopatus 
<400> 320 

Ser His Gly Arg Asn Ala Ala Arg Lys Ala Ser Asp Leu He Ala Leu 
15 10 15 

Thr Val Arg Glu Cys Cys Ser Gin Pro Pro Cys Arg Trp Lys His Pro 
20 25 30 

Glu Leu Cys Ser 
35 



<210> 321 
<211> 151 
<212> DNA 

<213> Conus geographus 

<220> 

<221> CDS 

<222> (1) . . (120) 

<400> 321 

tct gat ggc agg aat gac gca gcc aaa gcg ttt gac ctg ata tct teg 48 
Ser Asp Gly Arg Asn Asp Ala Ala Lys Ala Phe Asp Leu He Ser Ser 
1 5 10 15 

acc gtc aag aaa gga tgc tgt tec cat cct gee tgt gcg ggg aat aat 96 
Thr Val Lys Lys Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn Asn 
20 25 30 

caa cat att tgt ggc cga aga cgc tgatgetcca ggaccctctg aaccacgacg 150 
Gin His He Cys Gly Arg Arg Arg 
35 40 



t 



151 



4 



114 

<210> 322 
<211> 40 
<212> PRT 

<213> Conus geographus 
<400> 322 

Ser Asp Gly Arg Asn Asp Ala Ala Lys Ala Phe Asp Leu lie Ser Ser 
15 10 15 

Thr Val Lys Lys Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn Asn 
20 25 30 

Gin His lie Cys Gly Arg Arg Arg 
35 40 



<210> 323 

<211> 154 

<212> DNA 

<213> Conus geographus 

<220> 

=h= <221> CDS 

<222> (1) . . (123) 

I ; I 

iVi <4 00> 32 3 



in 



tct gat ggc agg aat gcc gca gcc aac gac caa gcg tct gac ctg atg 48 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Gin Ala Ser Asp Leu Met 
15 10 15 

get gcg acc gtc agg gga tgc tgt gcc gtt cct tec tgt cgc etc cgt 96 
Ala Ala Thr Val Arg Gly Cys Cys Ala Val Pro Ser Cys Arg Leu Arg 
20 25 30 

aat cca gac ctt tgt ggt gga gga cgc tgatgctcca ggaccctctg 143 
Asn Pro Asp Leu Cys Gly Gly Gly Arg 
35 40 

aaceacgacg t 154 



<210> 324 
<211> 41 
<212> PRT 

<213> Conus geographus 
<400> 324 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Gin Ala Ser Asp Leu Met 
15 10 15 

Ala Ala Thr Val Arg Gly Cys Cys Ala Val Pro Ser Cys Arg Leu Arg 
20 25 30 

Asn Pro Asp Leu Cys Gly Gly Gly Arg 
35 40 



<210> 325 
<211> 120 
<212> DNA 

<213> Conus imperialis 



<220> 
<221> CDS 



115 

<222> (1) . . (117) 
<400> 325 

ctt gat gaa agg aat gcc gca gcc gac gac aaa gcg tct gac ctg ate 48 
Leu Asp Glu Arg Asn Ala Ala Ala Asp Asp Lys Ala Ser Asp Leu lie 
15 10 15 

get caa ate gte agg aga gga tge tgt tec cat eet gee tgt aac gtg 96 
Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Ala Cys Asn Val 
20 25 30 

aat aat cca cac att tgt ggt tga 120 
Asn Asn Pro His lie Cys Gly 
35 



<210> 326 

<211> 39 

<212> PRT 

O <213> Conus imperialis 



<400> 326 

Leu Asp Glu Arg Asn Ala Ala Ala Asp Asp Lys Ala Ser Asp Leu lie 
15 10 15 



"-i Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Ala Cys Asn Val 

ill 20 25 30 

If! 

Asn Asn Pro His lie Cys Gly 

rii 



<210> 


327 






<211> 


142 






<212> 


DNA 






<213> 


Conus 


lividus 


<220> 








<221> 


CDS 






<222> 


(1) . . 


(111) 




<400> 


327 






tct gat ggc 


agg 


aat 


Ser Asp Gly 


Arg 


Asn 


1 






5 



10 15 



48 



gag gaa tge tgt ccc aat eet cee tgt ttc gcg aca aat teg gat att 96 
Glu Glu Cys Cys Pro Asn Pro Pro Cys Phe Ala Thr Asn Ser Asp lie 
20 25 30 

tgt gge gga aga cgc tgatgeteea ggaccetctg aaccacgacg t 142 
Cys Gly Gly Arg Arg 
35 



<210> 328 
<211> 37 
<212> PRT 

<213> Conus lividus 



<400> 328 

Ser Asp Gly Arg Asn Thr Ala Ala Lys Val Lys Tyr Ser Lys Thr Pro 
15 10 15 



4 
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Glu Glu Cys Cys Pro Asn Pro Pro Cys Phe Ala Thr Asn Ser Asp lie 
20 25 30 

Cys Gly Gly Arg Arg 
35 



<210> 


329 




<211> 


157 




<212> 


DNA 




<213> 


Conus 


lividus 


<220> 






<221> 


CDS 




<222> 


(1) . . 


(117) 


<400> 


329 




tct aat ggc 


agg aat 


Ser Asn Gly 


Arg Asn 


1 




5 



10 15 



48 



aag egg acc gtc agg gat get tgc tgt tea gae cct cgc tgt tec ggg 96 
Lys Arg Thr Val Arg Asp Ala Cys Cys Ser Asp Pro Arg Cys Ser Gly 
20 25 30 

aaa eat caa gac ctg tgt ggc tgaagacget gatgetccag gaccctctga 147 
Lys His Gin Asp Leu Cys Gly 
35 

accaegacgt 157 



<210> 330 
<211> 39 
<212> PRT 

<213> Conus lividus 
<400> 330 

Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

Lys Arg Thr Val Arg Asp Ala Cys Cys Ser Asp Pro Arg Cys Ser Gly 
20 25 30 



Lys His Gin Asp Leu Cys Gly 
35 



<210> 331 
<211> 157 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> { 1) . . (117) 

<400> 331 

tct aat ggc agg aat gee gca gee aaa ttc aaa gcg cct gcc ctg atg 48 
Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 



gag ctg acc gtc agg gaa gat tgc tgt tea gac cct cgc tgt tec gtg 
Glu Leu Thr Val Arg Glu Asp Cys Cys Ser Asp Pro Arg Cys Ser Val 



96 



4 



117 



20 



25 



30 



gga cat caa gac ctg tgt ggc tgaagacgct gatgctccag gaccctctga 
Gly His Gin Asp Leu Cys Gly 
35 



147 



accacgacgt 



157 



<210> 332 
<211> 39 
<212> PRT 

<213> Conus lividus 
<400> 332 

Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

Glu Leu Thr Val Arg Glu Asp Cys Cys Ser Asp Pro Arg Cys Ser Val 
20 25 30 



LI 



Gly His Gin Asp Leu Cys Gly 
35 



<210> 333 
<211> 157 
<212> DNA 

<213> Conus lividus 



<220> 

<221> CDS 

<222> (1) . . (126) 



<400> 333 

gca ttt gat ggc agg aat get gca gcc age gac aaa gcg. tec gag ctg 

Ala Phe Asp Gly Arg Asn Ala Ala Ala Ser Asp Lys Ala Ser Glu Leu 

1 5 10 ■ 15 



48 



atg get ctg gee gtc agg gga tge tgt tee eat cct gcc tgt get ggg 
Met Ala Leu Ala Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly 
20 25 30 



96 



agt aat gca cat ate tgt ggc aga aga cge tgatgetcca ggacectetg 
Ser Asn Ala His lie Cys Gly Arg Arg Arg 
35 40 



146 



aaccacgacg t 



157 



<210> 334 
<211> 42 
<212> PRT 

<213> Conus lividus 
<400> 334 

Ala Phe Asp Gly Arg Asn Ala Ala Ala Ser Asp Lys Ala Ser Glu Leu 
15 10 15 

Met Ala Leu Ala Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly 
20 25 30 



Ser Asn Ala His lie Cys Gly Arg Arg Arg 
35 40 



4 



118 



<210> 


335 






<211> 


157 






<212> 


DNA 






<213> 


Conus 


iividus 


<220> 








<221> 


CDS 






<222> 


(1) . . 


(117) 




<400> 


335 






tct aat ggc 


agg 


aat 


Ser Asn Gly 


Arg 


Asn 


1 






5 



:c gca gcc aaa ttc aaa gcg cct gcc ctg atg 48 
.a Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
10 15 

aag ctg acc gtc agg gag gat tgc tgt tea gac cct cgc tgt tec gtg 96 
Lys Leu Thr Val Arg Glu Asp Cys CysSer Asp Pro Arg Cys Ser Val 
20 25 30 

gga cat caa gac atg tgt ggc tgaagacgct gatgctccag gaccctctga 147 
Gly His Gin Asp Met Cys Gly 
Ul 35 

atcacgacgt 157 

I ? i 

If <210> 336 

'ij <211> 39 

<212> PRT 
^ <213> Conus Iividus 

f "i 

il <4 00> 336 

L| Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 

i^; 1 5 10 15 

iU 

£!| Lys Leu Thr Val Arg Glu Asp Cys Cys Ser Asp Pro Arg Cys Ser Val 

p 20 25 30 

Gly His Gin Asp Met Cys Gly 
35 



<210> 337 
<211> 154 
<212> DNA 

<213> Conus Iividus 

<220> 

<221> CDS 

<222> (1) . . (114 ) 

<400> 337 

ttt gaa tgc agg aat get gca ggc aac gac aaa gcg act gac ctg atg 48 
Phe Glu Cys Arg Asn Ala Ala Gly Asn Asp Lys Ala Thr Asp Leu Met 
15 10 15 

get ctg act gtc agg gga tgc tgt tec cat cct gcc tgt get ggg aat 96 
Ala Leu Thr Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn 
20 25 30 

aat eca eat ate tgc ggc tgaagacgct gatgctccag gaccctctga 144 
Asn Pro His He Cys Gly 
35 



4 



119 

accacgacgt 154 

<210> 338 
<211> 38 
<212> PRT 

<213> Conus lividus 
<400> 338 

Phe Glu Cys Arg Asn Ala Ala Gly Asn Asp Lys Ala Thr Asp Leu Met 
1.5 10 15 

Ala Leu Thr Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn 
20 25 30 

Asn Pro His lie Cys Gly 
35 

<210> 339 
<211> 154 
<212> DNA 

<213> Conus lividus 

<220> 

<221> CDS 

<222> (1) . . (114 ) 

<400> 339 

ttt gat ggc agg aac gcc gca gcc aac aac aaa gcg act gat ctg atg 48 
Phe Asp Gly Arg Asn Ala Ala Ala Asn Asn Lys Ala Thr Asp Leu Met 
15 10 15 

get ctg act gtc aga gga tgc tgt ggc aat cct tea tgt age ate eat 96 
Ala Leu Thr Val Arg Gly Cys Cys Gly Asn Pro Ser Cys Ser lie His 
20 25 30 

att cct tac gtt tgt aat tagagacact gatgetccag gaccctctga 144 
lie Pro Tyr Val Cys Asn 
35 

accacgacgt 154 

<210> 340 
<211> 38 
<212> PRT 

<213> Conus lividus 
<400> 340 

Phe Asp Gly Arg Asn Ala Ala Ala Asn Asn Lys Ala Thr Asp Leu Met 
1 5 10 15 

Ala Leu Thr Val Arg Gly Cys Cys Gly Asn Pro Ser Cys Ser lie His 
20 25 30 

lie Pro Tyr Val Cys Asn 

35 

<210> 341 
<211> 157 
<212> DNA 

<213> Conus lividus 



4 



• 



120 



<220> 

<221> CDS 

<222> (1) . . (126) 

<400> 341 

tct aat ggc agg aat gcc gca gcc aaa ttc aaa gcg cct gcc ctg atg 4 8 
Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
15 10 15 

aag egg acc gac age gaa gaa tge tgt tta gac tct cgc tgt gcc ggg 96 
Lys Arg Thr Asp Ser Glu Glu Cys Cys Leu Asp Ser Arg Cys Ala Gly 
20 25 30 

eaa eat caa gac ctg tgt ggc gga aga cgc tgatgctcca ggaccctctg 14 6 

Gin His Gin Asp Leu Cys Gly Gly Arg Arg 
35 40 

aaccacgacg t 157 

111 



<210> 342 
<211> 42 
4= <212> PRT 

ul <213> Conus lividus 

in 

in 

; . 



<400> 342 

Ser Asn Gly Arg Asn Ala Ala Ala Lys Phe Lys Ala Pro Ala Leu Met 
1 5 10 ■ 15 

Lys Arg Thr Asp Ser Glu Glu Cys Cys Leu Asp Ser Arg Cys Ala Gly 
20 25 30 

Gin His Gin Asp Leu Cys Gly Gly Arg Arg 
35 40 

<210> 343 
<211> 126 
<212> DNA 

<213> Conus marmoreus 

<220> 

<221> CDS 

<222> (1) . . (123) 

<400> 343 

tct gat ggc agg aat gcc gca gcc aag gac aaa gcg tct gac ctg gtc 48 
Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp Lys Ala Ser Asp Leu Val 
15 10 15 

get ctg acc gtc aag gga tgc tgt tct aat cct ccc tgt tac gcg aat 96 
Ala Leu Thr Val Lys Gly Cys Cys Ser Asn Pro Pro Cys Tyr Ala Asn 
20 25 30 

aat caa gcc tat tgt aat gga aga cgc tga 126 
Asn Gin Ala Tyr Cys Asn Gly Arg Arg 
35 40 

<210> 344 
<211> 41 
<212> PRT 

<213> Conus marmoreus 



121 



<400> 344 

Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp Lys Ala Ser Asp Leu Val 
15 10 15 

Ala Leu Thr Val Lys Gly Cys Cys Ser Asn Pro Pro Cys Tyr Ala Asn 
20 25 30 

Asn Gin Ala Tyr Cys Asn Gly Arg Arg 
35 40 



<210> 345 
<211> 117 
<212> DNA 

<213> Conus marmoreus 

<220> 

<221> CDS 

<222> (1) . . (114 ) 

<400> 345 

tct gat ggc agg aat gcc gca gcc aag gac aaa gcg tct gac ctg gtc 

Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp Lys Ala Ser Asp Leu Val 
1 5 10 15 

get ctg acc gtc aag gga tgc tgt tct cat cct gcc tgt age gtg aat 
Ala Leu Thr Val Lys Gly Cys Cys Ser His Pro Ala Cys Ser Val Asn 
20 25 30 

aat cca gac att tgt ggt tga 
Asn Pro Asp lie Cys Gly 
35 



<210> 346 
<211> 38 
<212> PRT 

<213> Conus marmoreus 
<400> 346 

Ser Asp Gly Arg Asn Ala Ala Ala Lys Asp Lys Ala Ser Asp Leu Val 
15 10 15 

Ala Leu Thr Val Lys Gly Cys Cys Ser His Pro Ala Cys Ser Val Asn 
20 25 30 

Asn Pro Asp lie Cys Gly 
35 



<210> 347 
<211> 145 
<212> DNA 

<213> Conus musicus 

<220> 

<221> CDS 

<222> (1) . . (114) 

<400> 347 

tct gat ggc agg aat get gca gcc aac aac aaa gtg get ttg acc atg 
Ser Asp Gly Arg Asn Ala Ala Ala Asn Asn Lys Val Ala Leu Thr Met 
15 10 15 



i 

4 



0 



122 



sgg gga aaa tgc tgt ate aat gat gcg tgt cgc teg aaa eat eea cag 96 
Arg Gly Lys Cys Cys lie Asn Asp Ala Cys Arg Ser Lys His Pro Gin 
20 25 30 

tac tgt tet gga aga cge tgatacteca ggaccctetg aaeeaegaeg t 145 
Tyr Cys Ser Gly Arg Arg 
35 



<210> 348 
<211> 38 
<212> PRT 

<213> Conus musicus 



<400> 348 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asn Lys Val Ala Leu Thr Met 
15 10 15 

Arg Gly Lys Cys Cys lie Asn Asp Ala Cys Arg Ser Lys His Pro Gin 
20 25 30 



Tyr Cys Ser Gly Arg Arg 
35 



<210> 349 
<211> 154 
<212> DNA 

<213> Conus musicus 



<220> 

<221> CDS 

<222> (1) . . (123) 



<400> 349 

tct gat ggc agg aat got gca gee aae gac aaa gtg tet gac cag atg 48 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Val Ser Asp Gin Met 

15 10 15 

get ctg gtt gtc agg gga tgc tgt tac aat att gee tgt aga att aat 96 
Ala Leu Val Val Arg Gly Cys Cys Tyr Asn lie Ala Cys Arg lie Asn 
20 25 30 

aat cca egg tac tgt cgt gga aaa cgc tgatgttcea ggaccctetg 143 
Asn Pro Arg Tyr Cys Arg Gly Lys Arg 
35 40 

aaeeaegaeg t 154 



<210> 350 
<211> 41 
<212> PRT 

<213> Conus musicus 
<400> 350 

Ser Asp Gly Arg Asn Ala Ala Ala Asn Asp Lys Val Ser Asp Gin Met 
15 10 15 

Ala Leu Val Val Arg Gly Cys Cys Tyr Asn lie Ala Cys Arg lie Asn 
20 25 30 



Asn Pro Arg Tyr Cys Arg Gly Lys Arg 
35 40 



4 



<210>\351 
<211> 154 
<212> d\ 
<213> Cotius obscurus 



<220> 
<221> CDS 
<222> (52) 



(123) 



<400> 351 

tctgaaggca gd^aatgccgc agccaacgac aaagcgtctg acctgatggc t ctg aac 

Leu Asn 
1 



57 



gtc agg gga tgd tgt tec cat cct gtc tgt cgc ttc aat tat oca aaa 
Val Arg Gly CysXcys Ser His Pro Val Cys Arg Phe Asn Tyr Pro Lys 
5 \ 10 15 



105 



tat tgt ggt gga apa cgc tgatggtcca ggaccctctg aaccacgacg t 
Tyr Cys Gly Gly A% Arg 
20 



154 



hi 

\ :"1 



<210> 352 
<211> 24 
<212> PRT 

<213> Conus obscurus 



CI 



<400> 352 

Leu Asn Val Arg Gly Cys CVs Ser His Pro Val Cys Arg Phe Asn Tyr 
1 5 \ 10 15 

Pro Lys Tyr Cys Gly Gly Arg\Arg 
20 



<210> 


353 


<211> 


151 


<212> 


DNA 


<213> 


Conus 


<220> 




<221> 


CDS 


<222> 


(46) . 


<400> 


353 



tctgatggcg ggaatgccgc agcaaaagcg tttgatc 



tcact ctg gcc etc agg 57 
Leu Ala Leu Arg 
1 



gat gaa tgc tgt gcc agt cct ccc tgt cgt ttg* 
Asp Glu Cys Cys Ala Ser Pro Pro Cys Arg Leu 
5 10 15 



aat cea tac gta 
^sn Asn Pro Tyr Val 
20 



105 



tgt cat tgacgacgct gatgctccag gaccctctga accacc 
Cys His 



151 



<210> 354 
<211> 22 
<212> PRT 

<213> Conus obscurus 



4 



<400> 354 

Leu Ala Leu\ Arg Asp Glu Cys Cys Ala Ser Pro Pro Cys Arg Leu Asn 
1X5 10 15 

Asn Pro Tyr v)al Cys His 
21S 



<210> 355 
<211> 217 
<212> DNA 
<213> Conus obscui 

<220> 

<221> CDS 

<222> (1) . . (186) 



CI 



<400> 355 

atg ttc acc gtg ttt c\q ttg gtt gtc ttg gca acc acc gtc gtt tec 

Met Phe Thr Val Phe Le\J Leu Val Val Leu Ala Thr Thr Val Val Ser 
1 5 \ 10 15 



48 



ccc act tea gat cgt gca ^ct gat agg agg aat gcc gca gcc aaa gcg 

Pro Thr Ser Asp Arg Ala sW Asp Arg Arg Asn Ala Ala Ala Lys Ala 
20 \ 25 30 

ttt gac ctg aga tat teg accVgcc aag aga gga tgc tgt tec aat cct 

Phe Asp Leu Arg Tyr Ser Thr \la Lys Arg Gly Cys Cys Ser Asn Pro 
35 Vo 45 



gtc tgt tgg cag aat aat gca ga? 
Val Cys Trp Gin Asn Asn Ala Gli 
50 55 

taatgctcca ggaecctctg aaccacgacg 



tac tgt cgt gaa agt ggc 
Tyr Cys Arg Glu Ser Gly 
60 



<210> 356 
<211> 62 
<212> PRT 

<213> Conus obscurus 
<400> 356 

Met Phe Thr Val Phe Leu Leu Val Val Leu\ Ala Thr Thr Val Val Ser 
1 5 10\ 15 

Pro Thr Ser Asp Arg Ala Ser Asp Arg Arg Asn Ala Ala Ala Lys Ala 
20 25 \ 30 

Phe Asp Leu Arg Tyr Ser Thr Ala Lys Arg GlyXcys Cys Ser Asn Pro 
35 40 \ 45 



96 



144 



186 



217 



Val Cys Trp Gin Asn Asn Ala Glu Tyr Cys Arg G\u Ser Gly 
50 55 



<210> 357 
<211> 208 
<212> DNA 

<213> Conus obscurus 



<220> 

<221> CDS 

<222> (1) . . (168) 



4 



125 



<400> 357KA 
atg ttc ace* 
Met Phe Tl\r 
1 



ttt ctg ttg gtt gtc ttg gca acc acc gtc gtt tec 
il Phe Leu Leu Val Val Leu Ala Thr Thr Val Val Ser 
5 10 15 



48 



ttc act tca\ 
Phe Thr Ser 



jgt gca tct gat ggc ggg aat gtc gca gcg tct cac 
:g Ala Ser Asp Gly Gly Asn Val Ala Ala Ser His 
25 30 



96 



ctg ate get ctgVac^ ate aag gga tgc tgt tct cac cct ccc tgt gee 144 
Leu lie Ala Leu \hA lie Lys Gly Cys Cys Ser His Pro Pro Cys Ala 
35 \ \ 40 45 



cag aat aat caa gaV 
Gin Asn Asn Gin As] 
50 



^at tgt ggt tgaegacgct gatgctccag gaccctctga 
/r Cys Gly 
55 



198 



accacgacgt 



<210> 358 
<211> 56 
<212> PRT 

<213> Conus obscurus 



208 



<400> 358 

Met Phe Thr Val Phe Leu Leii ^lal Val Leu Ala Thr Thr Val Val Ser 
1 5 \ \ 10 15 



Til 



Phe Thr Ser Asp Arg Ala Ser A>bA Gly Gly Asn Val Ala Ala Ser His 
20 \\ 25 30 

Leu lie Ala Leu Thr lie Lys Gly^ys Cys Ser His Pro Pro Cys Ala 
35 40 >\ 45 

Gin Asn Asn Gin Asp Tyr Cys Gly 
50 55 



<210> 359 
<211> 217 
<212> DNA 

<213> Conus obscurus 



<220> 
<221> CDS 
<222> (1) . 



(186) 



<400> 359 

atg ttc acc gtg ttt ctg ttg gtt gtc tta tcaXacc ace gtc gtt tee 
Met Phe Thr Val Phe Leu Leu Val Val Leu Ser Vhr Thr Val Val Ser 
1 5 10 \ 15 



48 



tec act tea gat cgt gca tct gat agg agg aat gc 
Ser Thr Ser Asp Arg Ala Ser Asp Arg Arg Asn 
20 25 



gca gee aaa gcg 
Ala Ala Lys Ala 
30 



96 



tct gac ctg atg tat teg acc gtc aag aaa gga tgt ^gt tec cat cct 
Ser Asp Leu Met Tyr Ser Thr Val Lys Lys Gly Cys Cys Ser His Pro 
35 40 



144 



gcc tgt teg ggg aat aat cga gaa tat tgt cgt gaa agt ^gc 
Ala Cys Ser Gly Asn Asn Arg Glu Tyr Cys Arg Glu Ser 
50 55 60 



186 



4 



\ 

\ 

taatgctcca ggaccctctg aaccacgacg t 



126 



217 



<210> 360 X 
<211> 62 \ 
<212> PRT 
<213> Conus 



scurus 



'"'•■A 



<400> 360 

Met Phe Thr Val \Phe Leu Leu Val Val Leu Ser Thr Thr Val Val Ser 
1 \ \ 5 10 15 

Ser Thr Ser Asp\A3rg Ala Ser Asp Arg Arg Asn Ala Ala Ala Lys Ala 
20 Y \ 25 30 

Ser Asp Leu Met TWrXser Thr Val Lys Lys Gly Cys Cys Ser His Pro 
35 \ W 4 0 4 5 



Ala Cys Ser Gly Ash ^sn Arg Glu Tyr Cys Arg Glu Ser Gly 
50 \ X"^ 55 60 



<210> 361 
<211> 157 
<212> DNA 

<213> Conus omaria 

<220> 
<221> CDS 
<222> (52) . . (126) 

<400> 361 

tttgatggca ggaatgcctc agccgacagc ^^agtggctg cccggatcgc t cag ate 57 

Gin He 
1 




gac agg gat cca tgc tgt tec tat cct g^\ tgt ggc gcg aat cat cca 
Asp Arg Asp Pro Cys Cys Ser Tyr Pro AsptVys Gly Ala Asn His Pro 
5 10 V 15 

gag att tgt ggt gga aaa cgc tgatgctcca ggkccctctg aaccacgacg t 
Glu He Cys Gly Gly Lys Arg \\ 
20 25 



105 



157 



<210> 362 
<211> 25 
<212> PRT 

<213> Conus omaria 



A 



A 



<400> 362 

Gin He Asp Arg Asp Pro Cys Cys Ser Tyr Pro Asp Cys\Gly Ala Asn 
15 10 \ 15 



His Pro Glu He Cys Gly Gly Lys Arg 
20 25 



<210> 363 
<211> 128 
<212> DNA 

<213> Conus omaria 



<220> 




\ 



127 



<221> CDS, 

<222> (26X. . (88) 

<400> 363 \ 

tctcatggca g^^aatgccgc acgct ctg acc gtc agg gaa tgc tgt tct cag 

Leu Thr Val Arg Glu Cys Cys Ser Gin 
1 5 



cct cct tgt cgc 
Pro Pro Cys Arg 
10 




gg aaa cat cca gaa ctt tgt agt tgaagacgct 
p Lys His Pro Glu Leu Cys Ser 
15 20 



gatgctccag gaccctct'ga accacgacgt 



52 



98 



128 



<210> 364 
<211> 21 
<212> PRT 

<2 13> Conus omaria 
<400> 364 

Leu Thr Val Arg Glu Cys Cys. Ser Gin Pro Pro Cys Arg Trp Lys His 
1 5 \ 10 15 

Pro Glu Leu Cys Ser 
20 



<210> 365 
<211> 154 
<212> DNA 
<213> Conus omaria 



<220> 
<221> CDS 
<222> (52) . 



(123) 



<400> 365 

tttgatggca ggaatgctgc agccagcgac aaagcgtctg\agctgatggc t ctg gcc 

Leu Ala 
1 



57 



gtc agg gga tgc tgt tec cat cct gcc tgt get gggXaat aat cca cat 
Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly Asn Asn Pro His 
5 10 \5 



1 



ate tgt ggc aga aga cgc tgatgctcca ggaccctctg aacca^gacg t 
lie Cys Gly Arg Arg Arg 
20 



105 



154 



<210> 366 
<211> 24 
<212> PRT 

<213> Conus omaria 



<400> 366 

Leu Ala Val Arg Gly Cys Cys Ser His Pro Ala Cys Ala Gly A^n Asn 
15 10 



Pro His lie Cys Gly Arg Arg Arg 
20 



4 




128 



<210> 367 
<211> 142 
<212> DWA 

<213> Co^us oraaria 
\ 

<220> 
<221> CDS 
<222> (40)\ . (102) 



<400> 367 
tctggtgtca 



jgaaagacgc agcgcctggc ctgatcgct ctg acc ate aag gga 

Leu Thr lie Lys Gly 
1 5 



.54 



tgc tgt tct 
Cys Cys Ser 



it cct age tgt aac gtg aat aat oca gac tat tgt ggt 
Pro Ser Cys Asn Val Asn Asn Pro Asp Tyr Cys Gly 
10 15 20 



102 



-■--A 

'S 

m 



tgaegaegct gatgc^ccag gaccctctga aeeaegaegt 



<210> 368 
<211> 21 
<212> PRT 
<213> Conus omaria 



142 



<400> 368 
Leu Thr lie Lys Gly C^ 
1 5 



Cys Ser Asp Pro Ser Cys Asn Val Asn Asn 
10 15 



Pro Asp Tyr Cys Gly 
20 



CO 



a 



<210> 


369 


<211> 


157 


<212> 


DNA 


<213> 


Conus 


<220> 




<221> 


CDS 


<222> 


(52) . 


<400> 


369 



tetaatggca ggaatgeegc agccaaattc\aaagcgcctg ccctgatgga g etg acc 

Leu Thr 
1 



57 



gtc agg gaa gaa tgc tgt tea gae cct\ cgc tgt tec gtg gga cat caa 
Val Arg Glu Glu Cys Cys Ser Asp Pro y^rg Cys Ser Val Gly His Gin 
5 10 \ 15 



105 



gat atg tgt egg tgaagcacgt gatgctccag\gaccetctga aeeaegaegt 
Asp Met Cys Arg 
20 



157 



<210> 370 
<211> 22 
<212> PRT 

<213> Conus omaria 



<400> 370 

Leu Thr Val Arg Glu Glu Cys Cys Ser Asp 



lArg Cys Ser Val Gly 



4 




His Gin 



Met Cys Arg 
20 



<220> 
<221> CDS 
<222> (1) 




129 

10 



15 



<210> 371 
<211> 151 
<212> DNA 
<213> Conus pu 



urascens 



(120) 



<400> 371 

act gat ggc agg aat 
Thr Asp Gly Arg Asn 
1 5 



ct gca gcc ata gcg ctt gac ctg ate get ecg 
la Ala Ala lie Ala Leu Asp Leu lie Ala Pro 
10 15 



48 



1^1 



Ill 



gcc gtc agg gga gga tgc\ tgt tec aat cct' gee tgt tta gtg aat eat 96 
Ala Val Arg Gly Gly CysVys Ser Asn Pro Ala Cys Leu Val Asn His 
20 \ 25 30 



eta gaa atg tgt ggt aaa ag^ 
Leu Glu Met Cys Gly Lys Arc 
35 



cgc tgatgcccca ggaeectetg aaecaegacg 
Arg 
40 



150 



151 



m 



<210> 372 
<211> 40 
<212> PRT 
<213> Conus purpuraseens 

<400> 372 

Thr Asp Gly Arg Asn Ala Ala Ala 

1 5 



Ala Leu Asp Leu lie Ala Pro 
10 15 



Ala Val Arg Gly Gly Cys Cys Ser Asn Pro Ala Cys Leu Val Asn His 
20 25 \ 30 

Leu Glu Met Cys Gly Lys Arg Arg 
35 40 



<210> 373 
<211> 160 
<212> DNA 

<213> Conus purpuraseens 



<220> 
<221> CDS 
<222> (1) . 



(120) 



<400> 373 

tct gat ggc agg gat gee gca gee aae gae aaa gcA tct gac ctg ate 
Ser Asp Gly Arg Asp Ala Ala Ala Asn Asp Lys AlaXser Asp Leu lie 
1 5 10 \ 15 



48 



get ctg ace gcc agg aga gat cca tge tgt ttc aat cbt gcc tgt aae 
Ala Leu Thr Ala Arg Arg Asp Pro Cys Cys Phe Asn pAo Ala Cys Asn 
20 25 \ 30 



96 



4 




130 



gtg aat aat cca cag att tgt ggt tgaagacgct gatgctccag gaccctctga 150 
Val Asn Asn Pro Gin lie Cys Gly 
35 40 

accacgacgt 160 

<210> 374 
<211> 40 
<212> PRT 

<213> Conus purpurascens 
<400> 374 

Ser Asp Gly Arg Asp Ala Ala Ala Asn Asp Lys Ala Ser Asp Leu lie 
15 10 15 

Ala Leu Thr Ala Arg Arg Asp Pro Cys Cys Phe Asn Pro Ala Cys Asn 
20 25 30 

Val Asn Asn Pro Gin lie Cys Gly 
35 40 

<210> 375 



eJI <211> 151 



<212> DNA 
**: <213> Conus purpurascens 

in <220> 

a <221> CDS 

ri <222> (I) . . (120) 

<400> 375 

^^f tct gat ggc agg gat get gag aaa aca ggc ttt gac acg acc att gtg 48 

iU Ser Asp Gly Arg Asp Ala Glu Lys Thr Gly Phe Asp Thr Thr lie Val 

O 15 10 15 

ccg gaa gac tgc tgt teg gat act tec tgt tgg agg ctg cat agt tta 96 
Pro Glu Asp Cys Cys Ser Asp Pro Ser Cys Trp Arg Leu His Ser Leu 
20 25 30 

get tgt act gga att gta aac cgc tgatgctcca ggaccctctg aaccacgacg 150 
Ala Cys Thr Gly lie Val Asn Arg 
35 40 

t 151 

<210> 376 
<211> 40 
<212> PRT 

<213> Conus purpurascens 
<400> 376 

Ser Asp Gly Arg Asp Ala Glu Lys Thr Gly Phe Asp Thr Thr lie Val 
15 10 15 

Pro Glu Asp Cys Cys Ser Asp Pro Ser Cys Trp Arg Leu His Ser Leu 
20 25 30 



Ala Cys Thr Gly lie Val Asn Arg 
35 40 



4 




131 



<210> 377 V. 
<211> 142 
<212> DNA 

<213> Conus purptir;^scens 



<220> 
<221> CDS 
<222> (1) . 



(Ill) 



<400> 377 

act gat ggc agg agt ^ct gca gcc ata gcg ttt gcc ctg ate get ceg 

Thr Asp Gly Arg Ser Mia Ala Ala lie Ala Phe Ala Leu lie Ala Pro 

1 5 \\ 10 15 



aee gtc tgc tgt act aal^ eet gcc tgt etc gtg aat aat ata cgc ttt 
Thr Val Cys Cys Thr Asn Pro Ala Cys Leu Val Asn Asn lie Arg Phe 
20 \\ 25 30 



tgt ggt gga aga cge tga 
Cys Gly Gly Arg Arg 
35 



<210> 378 
<211> 37 
<212> PRT 

<213> Conus purpuraseens 
<400> 378 

Thr Asp Gly Arg Ser Ala 
1 5 




ggaccctctg aaccacgacg t 



48 



96 



142 



lie Ala Phe Ala Leu lie Ala Pro 
10 15 



Thr Val Cys Cys Thr Asn Pro Ala Gys Leu Val Asn Asn lie Arg Phe 
20 \ '25 30 

Cys Gly Gly Arg Arg 
35 



<210> 379 
<211> 157 
<212> DNA 
<213> Conus regius 



<220> 
<221> CDS 
<222> (1) . 



(117) 




<400> 379 

tet gat gga aga aat gcc gca age gac gcc aaa \gcg ttt ccc egg ate 

Ser Asp Gly Arg Asn Ala Ala Ser Asp Ala\Lys Ala Phe Pro Arg lie 
1 5 10 \ \ 15 



48 



get cca ate gtc agg gac gaa tgc tgt age gat ec 
Ala Pro lie Val Arg Asp Glu Cys Cys Ser Asp Pr 
20 25 

aat aat egg gac cae tgt get tgaagaeget getgi^tcea 
Asn Asn Arg Asp His Cys Ala 
35 

accacgacgt 



agg tgt cac ggg 
Arg Cys His Gly 
30 



gaecctctga 




96 



147 



157 



4 



132 



<210> 380 
<211> 39 
<212> PRT 

<213> Conus regius 
<400> 380 

Ser Asp Gly Arg Asn Ala Alb Ser Asp Ala Lys Ala Phe Pro Arg lie 
1 5 1 10 15 

Ala Pro lie Val Arg Asp GlA Cys Cys Ser Asp Pro Arg Cys His Gly 
20 1 25 30 

Asn Asn Arg Asp His Cys Ale 
35 



<210> 381 
<211> 156 
<212> DNA 

<213> Conus regius 



<220> 
<221> CDS 
<222> (1) . 



(117) 



<400> 381 

tct gat ggc agg aat acc gcg gcc \gac gaa aaa gcg tec gac ctg ate 
Ser Asp Gly Arg Asn Thr Ala Ala ^sp Glu Lys Ala Ser Asp Leu lie 
1 5 \ 10 15 



48 



tct caa act gtc aag aga gat tgc tc 
Ser Gin Thr Val Lys Arg Asp Cys Cy^ 
20 2[ 



tec cat cct etc tgt aga tta 
Ser His Pro Leu Cys Arg Leu 
30 



96 



ttt gtt cca gga ctt tgt att tgaagacc 
Phe Val Pro Gly Leu Cys lie 

35 



gctgctccag gaccctctga 



147 



accacgact 



156 



<210> 382 
<211> 39 
<212> PRT 

<213> Conus regius 
<400> 382 

Ser Asp Gly Arg Asn Thr Ala Ala Asp Glu lVs Ala Ser Asp Leu lie 
1 5 10 \ 15 

Ser Gin Thr Val Lys Arg Asp Cys Cys Ser HiA Pro Leu Cys Arg Leu 
20 25 \ 30 



Phe Val Pro Gly Leu Cys lie 
35 



<210> 383 
<211> 157 
<212> DNA 

<213> Conus regius 



<220> 
<221> CDS 



133 



<222> (1) . . (117) 
<400> 383 

tct gat ggc agg aat gcc gca gcc gac aac aaa gcg tct gac eta ate 
Ser Asp Gly Arg Asn Ala Ala Ala Asp Asn Lys Ala Ser Asp Leu lie 
15 10 15 

get caa ate gte agg aga gga tgc tgt tee eat eet gte tgt aaa gtg 
Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Val Cys Lys Val 
20 25 ' 30 

agg tat eca gae ctg tgt cgt tgaagacget getgctccag gaccctctga 
Arg Tyr Pro Asp Leu Cys Arg 
35 

accaegacgt 



<210> 384 
<211> 39 
<212> PRT 

<213> Conus regius 
<400> 384 

Ser Asp Gly Arg Asn Ala Ala Ala Asp Asn Lys Ala Ser Asp Leu lie 
15 10 15 

Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Val Cys Lys Val 
20 25 30 

Arg Tyr Pro Asp Leu Cys Arg 
35 



<210> 385 
<211> 157 
<212> DNA 

<213> Conus regius 

<220> 

<221> CDS 

<222> (1) . . (117) 

<400> 385 

tct gat ggc agg aat gcc gca gcc gac aac aga gcg tct gac eta ate 
Ser Asp Gly Arg Asn Ala Ala Ala Asp Asn Arg Ala Ser Asp Leu lie 
15 10 15 

get caa ate gte agg aga gga tgc tgt tec eat cet gcc tgt aat gtg 
Ala Gin lie Val Arg Arg Gly Cys Cys Ser His Pro Ala Cys Asn Val 
20 25 30 

aat aat eca cac att tgt ggt tgaagacget getgctccag gaccctctga 
Asn Asn Pro His lie Cys Gly 
35 

accaegacgt 



<210> 386 
<211> 39 
<212> PRT 

<213> Conus regius 



134 



<400> 386 I 

Ser Asp Gly Arg Asn Ala Ala Ala Asp Asn Arg Ala Ser Asp Leu lie 
1 ^5 10 15 

Ala Gin lie Val P^q Arg Gly Cys Cys Ser His Pro Ala Cys Asn Val 
20 ^\ 25 30 

Asn Asn Pro His Ile\Cys Gly 
35 



<210> 387 
<211> 157 
<212> DNA 
<213> Conus regius 



<220> 
<221> CDS 
<222> (1) . 



(117) 



<400> 387 

tct gat ggc agg aat gcc gca gcc gac aac aaa cog tot gac eta ate 

Ser Asp Gly Arg Asn Ala A3>a Ala Asp Asn Lys Pro Ser Asp Leu lie 

1 5 \ 10 15 



48 



get caa ate gte agg aga gga 
Ala Gin lie Val Arg Arg Gly 
20 



:gc tgt teg eat eet gtc tgt aaa gtg 
fs Cys Ser His Pro Val Cys Lys Val 
25 30 



96 



agg tat tea gae atg tgt ggt tga^agaeget gctgctccag gaccctctga 
Arg Tyr Ser Asp Met Cys Gly 
35 



147 



aeeaegaegt 



157 



<210> 388 
<211> 39 
<212> PRT 

<213> Conus regius 
<400> 388 

Ser Asp Gly Arg Asn Ala Ala Ala Asp A^n Lys Pro Ser Asp Leu lie 
1 5 1\0 15 

Ala' Gin lie Val Arg Arg Gly Cys Cys Se^ His Pro Val Cys Lys Val 
20 25 \ 30 



Arg Tyr Ser Asp Met Cys Gly 
35 



<210> 389 
<211> 154 
<212> DNA 

<213> Conus stercusmuscarum 



<220> 
<221> CDS 
<222> (1) . 



(114) 



<400> 389 

tet gat gge agg aat gca gag cga cga caa age gdc tgt cct ggt cgc 
Ser Asp Gly Arg Asn Ala Glu Arg Arg Gin Ser VaVL Cys Pro Gly Arg 



48 




135 



10 



15 



tct ggc ccc agg gga gga tgt tgt tec cac cct gcc tgt aag gtg cat 
Ser Gly Pro Arg^ Gly Gly Cys Cys Ser His Pro Ala Cys Lys Val His 
2^\\ 2 5 30 



96 



ttt cca cac agt^ 
Phe Pro His Ser 
35 



it ggt tgacgacgct gatgctccag gaccctctga 
h Gly 



144 



accacgacgt 



154 



<210> 390 
<211> 38 
<212> PRT 
<213> Conus stercusmuscarum 



CI 

ill 



<400> 390 

Ser Asp Gly Arg Adln Ala\ Glu Arg Arg Gin Ser Val Cys Pro Gly Arg 
1 fe \ 10 15 

Ser Gly Pro Arg GIm Gly Gys Cys Ser His Pro Ala Cys Lys Val His 
20 \ \ 25 30 

Phe Pro His Ser Cys \31y 

35 



Ill 

G3 



<210> 391 
<211> 145 
<212> DNA 

<213> Conus stercusmuscarum 

<220> 
<221> CDS 
<222> (1) . , (114 ) 



<400> 391 

tct gat ggc agg aat gcc gcaXgcc a^c gac aga gcg tct gac gcg gcc 
Ser Asp Gly Arg Asn Ala AlaNAla Sdr Asp Arg Ala Ser Asp Ala Ala 
1 5 \ \ 10 15 



48 



cac cag gta tgc tgt tec aac cat gtc\ tgt cac gtg gat cat cca gaa 
His Gin Val Cys Cys Ser Asn Pro Val\cys His Val Asp -His Pro Glu 
20 \ 25 \ 30 



96 



ctt tgt cgt aga aga cgc tgatgctcca gc 
Leu Cys Arg Arg Arg Arg 
35 



aaccacgacg t 



145 



<210> 392 
<211> 38 
<212> PRT 

<213> Conus stercusmuscarum 



<400> 392 

Ser Asp Gly Arg Asn Ala Ala Ala Ser Asp Ar 
15 10 



Ala Ser Asp Ala Ala 
15 



His Gin Val Cys Cys Ser Asn Pro Val Cys HisWal Asp His Pro Glu 
20 25 \ 30 



i 




136 



Leu Cys ^rg Arg Arg Arg 
J5 



<210> 393 
<211> 154 
<212> DNA 
<213> Conus str!i 



<220> 
<221> CDS 
<222> (1) . 



(123) 



<400> 393 

tct gat ggc agg aatXgcc gcg gcc aac gac aaa gcg tct gac ctg gtc 
Ser Asp Giy Arg Asn ^la Ala Ala Asn Asp Lys Ala Ser Asp Leu Val 
1 5 \ 10 15 



48 



get ccg gcc ate agg gda tgc tgt tec cac ect gtc tgt aac ttg agt 
Ala Pro Ala lie Arg GlV Cys Cys Ser His Pro Val Cys Asn Leu Ser 
20 \ 25 30 



96 



aat.cca caa att tgt cgt 
Asn Pro Gin He Cys Arg 
35 



3a aga cgc tgatgctcca ggaccctctg 
Arg Arg 
40 



143 



aaccacgacg t 



154 



<210> 394 
<211> 41 
<212> PRT 

<2 13> Conus striatus 



<400> 394 

Ser Asp Gly Arg Asn Ala Ala Ala 
1 5 



Asp Lys Ala Ser Asp Leu Val 
10 15 



Ala Pro Ala lie Arg Gly Cys Cys Ser H\s Pro Val Cys Asn Leu Ser 

20 25 \ 30 

Asn Pro Gin He Cys Arg Gly Arg Arg 
35 40 



<210> 395 
<211> 117 
<212> DNA 

<213> Conus textile 



<220> 
<221> CDS 
<222> (1) , 



. (114) 



<400> 395 

ttt cat ggc agg aat gcc gca gcc aaa gcg tct ggc ctg ^gtc ggt ctg 

Phe His Gly Arg Asn Ala Ala Ala Lys Ala Ser Gly Leu ^al Gly Leu 

1 5 10 \ 15 



48 



acc gac aag agg caa gaa tgc tgt tct cat cct gcc tgt aaA gta gat 
Thr Asp Lys Arg Gin Glu Cys Cys Ser His Pro Ala Cys Asn\val Asp 
20 25 30 



96 



cat cca gaa att tgt cgt tga 



117 



His Pro Gl 
35 



<210> 396 
<211> 38 
<212> PRT 

<213> Conus tejdddle 



<400> 396 

Phe His Gly Arg A&n Ala Ala Ala Lys Ala Ser Gly Leu Val Gly Leu 



10 



<220> 
<221> CDS 
<222> (1) . 




9 



137 



15 



Thr Asp Lys Arg Gib Glu Cys Cys Ser His Pro Ala Cys Asn Val Asp 
20 \ \^ 25 30 

His Pro Glu lie Cys ^rg 
35 



<210> 397 
<211> 151 
<212> DNA 
<213> Conus tulipa 



(120) 



<400> 397 

act gat ggc agg agt get gca g«?c\ ata gcg ttt gcc ctg ate get eeg 

Thr Asp Gly Arg Ser Ala Ala Aia\lle Ala Phe Ala Leu lie Ala Pro 

1 5 \ \ 10 15 



48 



acc gtc tgg gaa gga tgc tgt tct\aat cct gcc tgt etc gtg aat cat 96 
Thr Val Trp Glu Gly Cys Cys Ser\Asn Pro Ala Cys Leu Val Asn His 
20 \\25 30 



ata egc ttt tgt ggt gga aga cge tyatgcccca ggaccctctg aaccacgacg 
lie Arg Phe Cys Gly Gly Arg Arg 
35 40 



150 



151 



<210> 398 
<211> 40 
<212> PRT 

<213> Conus tulipa 



<400> 398 

Thr Asp Gly Arg Ser Ala Ala Ala lie 
1 5 



Phe Ala Leu lie Ala Pro 
15 



Thr Val Trp Glu Gly Cys Cys Ser Asn Prd^Sla Cys Leu Val Asn His 
20 25 \\\ 30 

lie Arg Phe Cys Gly Gly Arg Arg 
35 40 



<210> 399 
<211> 157 
<212> DNA 




4 



f 



<213> Conus^ virgo 

<220> 
<221> CDS 
<222> (1) . . 

<400> 399 
tct^aat ggc atg 
Ser Asn Gly Met 
1 

get cag ate gee 
Ala Gin lie Ala 
20 

aat aat cca ggc 
Asn Asn Pro Gly 
35 

accacgacgt 



<210> 400 
<211> 39 
<212> PRT 
<213> Conus virgo 

<400> 400 
Ser Asn Gly Met 
1 

Ala Gin lie Ala 
20 



gaccctctga 



accacgacgt 




ctg gtg 
Leu Val 
15 

acc gtg 
Thr Val 



Leu Val 
15 

Thr Val 



Asn Asn Pro Gly 
35 



<210> 401 
<211> 154 
<212> DNA 

<213> Conus geographus 



<220> 
<221> CDS 
<222> (1) . 



<400> 401 
tet gat ggc ggg 
Ser Asp Gly Gly 
1 

acc gtc tgg aaa 
Thr Val Trp Lys 
20 

att aaa gca tgt 
lie Lys Ala Cys 
35 



get ctg 
Ala Leu 
15 

aaa aaa 
Lys Lys 



tgacgacgct 



48 



96 



147 



157 



48 



96 



144 



154 



<210> 402 



f 



139 



<211> 38V 
<212> Pr\ 
<213> Cor 



us) geographus 



<400> 402 
Ser Asp Gly Gly Asn Ala 
1 -^A \ 5 



Thr Val Trp hys Cys Cys 

lie Lys Ala CykV^l 

35 \\ 



<210> 403 
<211> 154 
<212> DNA 

<213> Conus regius 

<220> 
<221> CDS 
<222> {1) . . (114) 

<400> 403 
tct gat ggc gca gtc gac 
Ser Asp Gly Ala Val Asp 
1 5 




Ala Ala Lys Glu Ser Asp Val lie Ala Leu 
10 15 

Thr lie Pro Ser Cys Tyr Glu Lys Lys Lys 
25 30 



gac aaa gcg ttg gat cga ate get gaa ate 
a\p^ Lys Ala Leu Asp Arg lie Ala Glu lie 
10 15 



48 



gtc agg aga gga tgc tgt 
Val Arg Arg Gly Cys Cys 
20 



ggci aat cct gcc tgt age ggc tec teg aaa 
Gly\Asn Pro Ala Cys Ser Gly Ser Ser Lys 
25 30 



96 



gat gca ccc tct tgt ggt 
Asp Ala Pro Ser Cys Gly 
35 



tgaagacgct gctgctccag gaccctctga 



144 



accacgacgt 



154 



<210> 404 
<211> 38 
<212> PRT 

<213> Conus regius 
<400> 404 

Ser Asp Gly Ala Val Asp Asp Lys Ala \Leu Asp Arg lie Ala Glu lie 
1 5 \ 10 15 

A 

Val Arg Arg Gly Cys Cys Gly Asn Pro i^la^Cys Ser Gly Ser Ser Lys 
20 25 \ \ 30 

\ 

Asp Ala Pro Ser Cys Gly 
35 



